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Product | Package | Code | Contents 105 MRISRE

HBS-EP+ 10X
HBS-EP+ 10X
HBS-P+ 10X
HBS-P+ 10X
HBS-N 10X
HBS-N 10X

PBS 10X

PBS-P+ 10X

Cytiva

1X1,000 ml
4X50 ml
1X1,000 ml
4X50 ml
1X1,000 ml
4X50 ml

1X1,000 ml

1X1,000 ml

BR100669
BR100826
BR100671
BR100827
BR100670
BR100828

BR100672

28995084

10 mM HEPES, 150 mM NaCl, 3 mM EDTA and 0.05% v/v Surfactant P20 (Tween 20)
pH 7.4

10 mM HEPES, 150 mM NaCl and 0.05% v/v Surfactant P20 (Tween 20)
pH 7.4

10 mM HEPES, 150 mM NaCl
pH 7.4

10 mM phosphate buffer with 2.7 mM KCl and 137 mM NaCl
pH 7.4

20 mM phosphate buffer with 2.7 mM KCI, 137 mM NaCl and 0.05% Surfactant P20 (Tween 20)
pH 7.4

x )\wI7—%2B{EI2BE. 0.22 umI(ILA—TA1BL TLEE0,
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Microplate Working Foil/Septa | Plate height,
volume, pL

96-well, U-bottom, PS, Cytiva, BR100503
96-well, U-bottom, PP, Greiner, 650201

96-well, deep-well, V-bottom, PP, 0.5 mL,
Greiner, 786201

96-well, deep-well, U-bottom, PP, 1 mL,
Greiner, 780201

96-well, deep-well, U-bottom, PP, 2 mL,
Porvair, 219020MB

96-well, deep-well, U-bottom, PP, 2 mL,
Thermo Fisher, 278752

384-well,V-bottom, PP, Greiner, 781280

384-well, deep-well, V-bottom, PP, Greiner,

781270

Cytiva

250

650

1000

1850

1700

110

200

A/C

A/IC

A/C

A/C

A/C

B

B

15

27

42

45

44

14

22

Foil/Septa

A Microplate foil (96-well), 28975816, Cytiva, 100-pack, plastic foil
B Microplate foil (384-well), BR100577, Cytiva, 100-pack, plastic foil
C Microplate septa (96-well), 29192561, Cytiva, 10-pack, plastic/elastomer cover

Foil : UIT)LMS1EIUNDERURVSE

Septa : BUIIHSEZOIDENT BI5E
* Poolingg AFRI{ERITITLRS -

HIBRADOS — )L HERATEL.
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BR100502 BR100411 BR100655
. - T
|- -
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7 mm 1.5ml, 11T mm 15 mm
BR100212 BR100287 29266981
| 0.8 ml 1.5 ml 4.0 ml
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Biacore™ Insight Control Software

Biacore

@ HELP v

£+ Preferences

© Open

Biacore 8 series Biacnre 1 series

© New

% Empty methods

Surface preparation

[ 1}

Assay development
P @ Binding screen

= Kinetics / affinity
P @ Fragment
P & LMW

« % Antibody/ general

@ Kinetics / affinity using Biotin CAP

% Kinetics / affinity using Sensor Chip NTA
% Kinetics / affinity using GST capture
Cytiva

Name Description

Kinetic screen Single concentration injections for rapid estimation of kinetic properties. Incluc
Single-cycle kinetics Single-cycle kinetics for protein samples.
Multi-cycle kinetics/affinity Multi-cycle kinetics/affinity for protein samples. Includes regeneration.
Single-cycle kinetics using capture Single-cycle kinetics for protein samples using captured ligand.
Multi-cycle kinetics/affinity using capture Multi-cycle kinetics/affinity for protein samples. using captured ligand. Includes
Fast kinetics 10 Hz Multi-cycle kinetics for fast dissociating analytes. Using data collection rate 10

Fast kinetics 40 Hz Multi-cycle kinetics for fast dissociating analytes. Using data collection rate 40

Item details
Name

Description
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- . OB E" Analysis’
8 DL G 2 pssaystep (COIEE"Analysis”) A
DFRNISAFREDFETE
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Change units
Solution Capture solution v
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Kinetics screen
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Human Antibody Capture Kit (BR100839)
Mouse Antibody Capture Kit (BR100838)
Human Fab Capture Kit (28958325)
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ERI3FYN ToH—FYITDIFU (Instruction For Use) (duhd CHESRIEELN,

Amine Coupling Kit (BR100050)

NHS, EDC, Ethanol Amine®Dt?w bk

NHSBLUEDCIF10 mIDIBFIKISBEFLE . BRIGE
FUFEI, 100 2B )\A 7))L/ INDIFHITBDEZD

ENDHLE T,

Cytiva

F(CSensor Chip CM5EHALEYT,

JLat>ob—33> (FYTEEAVLY RiEfE)
DEENARBARIZ S, pH scoutingZ{TWE T,
*x HitFv T Fr—FyNMIEE LR \vI7 - MY TE

(B) 3.5 < pH < pl (C)pH = pl

Lo Lo O

Y
offieitiel  Jeliietiiel ieliiofiie]

(A)pH < 3.5

Fig 4.1. Ligand is concentrated on the surface through electrostatic attraction when the pH lies between the isoslectric

point of the ligand and the pK, of the surface. If the pH is too low ortoo high, ligand will not be concentrated on the surface.
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% Empty methods

& Surface preparation

% Assaydevelopment

pH scouting

Immobilization

b @ Kinetics/ affinity Immobilization low levels
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Immobilization procedure

%II

BH
Specify contact time : BE 1Y) NFRI TIEE

EFE{LUTZVFlow Cell DIETE
Fr I Fr—RARKEERITIL2TOFCEIFEILT S

EFclCEFELT 2D FDLIz AN
XY RDIFUICTEDTA T

IRH

Use flow cells

Ligand
U > RASHNBRERE - AR
3.

Method definitionD:% 7 E

o u
(MU <N © Open

© New
Immobilization - 1 Series (LU B PRI THIETY 2. Positioning and plate layout = ks
Chiptype  CM5 - Running buffer | Buffer
E 28 Add step
immabilization procedure
Alm for target level EDC+NHS || Was Ligand ;
Use flow cell

|l

Flow cell Ligand
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Positioning and plate Iayout(CﬁE’)_C“;-%ﬁ

Instrument control  Methods Runs  Action history

s

Immobilization Q

Water

View Volume summary m

© Open

Immobilization - 1 Series

§ Bottles
Buffer bottle 200 ml Buffer

bottle 200 ml Water

© New

@@@@I

Sort pasitien

Ascending L]

nnnnnnnnn

2.

1. Method deflnltlor[ 2. Positioning and plate Iayout © Sendto queue P H

IHH
Trays

Volume summary
Aci& /=

Send to queue

Estimated run

T=ADI7PA I & - RF T Z1E
Send to queue CEITE{LRHILA

£ Preferences

@ © Compatibility

time 32 min

Id Plate 1

Type | 96 well 250 pl -

200000000
100000000
©wO0000000
s0O0000000
s00000000
100000000
eO0O000000
sO0000C000
100000000
300000000
:00000000
100000000

A B CDETFGH

Id Rack 1

Type | ReagentRackA +

@,
@,
%

7

00
O

=Q000000000

[

5

~000000000
»00000000000

Plate 2

Rack 2

Rack 1

@

A

Ethanolamine
@ 122u
Anti-Mouse Ab
10T pl
Mix position
© Empty
NHS
73pl

£DC
73l

Sﬁ

A

BIBRORS VB FIPREOTRN

Positioning Settings ~

BROMINOKEEZRR
FRRICES THE
ELT. BIE(LRiE
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© Open

LS-044885 immob Anti-B2u low level 4 channels 1 0

Run properties

LS-044885 immob Anti-B2u low level 4 channels 1 m Sensorgrams

® @ =

Response bound (RU)

Immobilization result

Chip CM5

Response final (RU)

Ligand

Flow cell Channel Procedure

1 Contact time Anti-B2u @ @ 440.2
2 Contacttime  Amine Anti-B2u 731.3 9979
3 Contacttime  Amine Anti-B2u 745.0 573.0
4 Contacttime  Amine Anti-B2u 771 -6.0

Result Elmﬂﬁg@ﬁﬁnu
@ Sensorgram EhZ ey ST
_ (3 Response bound AXLigandE EDC/NHSZE 5D
e @ Response final ARXlImmobilized&BaselineZ= 7>

VAR A INE WS ZBEIE(EEEVTIRAT S,

DAY RNEEEL TL\RIBEE T Y —FyITREICNE T 5 E (L.
I’i/ )l/) % /u“b[lﬁh%)c_th_éib 3'5 ﬁ% Tt/ﬂ' 7“/70
RETFRDIEVA > REF VRSN BT, FinalDL AW R (&
Boundd&D/\&<733,

Fe. BHTEITEILENM R VWSS, NHSIEUTEEB D DARF(C
(—ZBEUARNEAESNTWVD) I5 /-7 EAETNS:
8. FinalDL AR A(EBound &N AKELIRBENHD,
WINDIZED. LR ZANVNEGWAZETFEILEEUTERAT 3,

50000 4 EDC/NHS

45 000

40000 +
Baseline

35000

Response (RU)

30000

25 000 4 Ligand Immobilized

20000

T T T T T
1000 1280 1800 1750 2000

Time (s}

T T T
0 250 500 750
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& Surface preparation Antibody screen
4. Binding screen®Antibody / generalh*5 B Asaaydevelopment General screen
Antibody screen Z1ZR ~ @ Binding screen General screen using capture
® Fragment
5' Open = LMW

% Antibody / general

P & Kinetics [ affinitv

Cytiva



3-1. & DBinding screenillTE

Control SoftwareDt&EiE ~Method definitions

Instrument control ~ Methods Runs  Action history £ Preferences

UL TER A O Open | @) New u u @ ] ;ﬁ“i%ﬁid)?mﬁ
Method Builder - 1 Seri 2.Variables and positioning | 3. Cycle overview | 4.Plate layout [>] H B N .
etno ullaer eries p g y 'y 1—)2—)3-)4&@3’.\ Queue/\ﬁbijo

Compatibility

Use flow cells 1.2

. . b _
I ymE % XE. Startup. Analysis

Reference 1

v enersisetins [ ® | s @ RO Method definitionlc$H (73 J0—

25 °C
i i Repest withi
Change flow cells ame Analysis epeat within

Purpose | Analysis -

Data collection rate

1 - Hz
Flow cell 1 Ref I '
Running buffer Flow cell 2 Capture 1 @ Analyte 1 ® | Regeneration 1 @ ‘

e @ C ® L 3) . AnalysislcBF3&IVV R

C tration unit nM
. . Property Variable  Value Type Low sample consumption ¥ v/ Predip User defined variables
R Solution Analyte solution ~ Flowpatn | 1,2 - Mix 5
Contact time 60 s commen . © Addvariable
Dissociation time 120 | s
Flow rate 30 | plimin I E H
Concentration nM - EE nn ﬂ
Molecular weight Da @ Ca ture }ﬁ%;ﬁ}]u (Active Ce”@a")
N P Contact Time : 60-180%%,/ Flow late : 10 ul/min.
® PRI Contact Time : 60%,/Dissociation time : 120F2

Analyte /Flow late : 30 pl/min._t

Cyti
v (3 Regeneration B4, &Kitt>Sensor ChipDIFUSHE
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Variables and positioning

Instrument control ~ Methods Runs  Action history £ Preferences

Antibody screen ) [l = JEUREE + 3T

Method Builder - 1 Series 1. Method definitior[ 2.Variables and positioning }!.Cycle overview | 4. Plate layout © Sendto queue u u @ © Compatibility

~v Settings ( <
. Startup 1d Plate 1 Id Rack 1 )
Actions for selected step E
meerttrom Type | 96 well 250 pl - Type | ReagentRackA §
E, File @
Capture 1- =
N Ctipboar i Q0000000 2@ OO [
B Clipboard Solution Control ilfe]oleleololelele) ”.OOO? g
1| Sample v 1 0100000000 | ©@0 O ( )s 8
Manags cycles 2  Sample2 v ? OOOOOOOO O O O
100000000 =OOO<>5
© Add cycle 3 | Sample3 v 700000000 @00 4
4 Sample 4 v sQ0000000 s@ OO0 @
5 | somplos y 500000000 — @00 ( )s
@ +00000000 +@00
6  Samplet v :00000000 @00 2
© Removeall 7 | Sample? hd :00000000 Q@0
s | samptas . 100000000 = 1000\’
o | samplas . \AECDEFGH A B C J
10  Sample 10 v Rack 2
11 Sample 11 v - IEE EHHH
12 Sample12 v
13 Somple13 v 6D Capture1 - Solution JuRB A
14 Sample 14 v
15 Sample 15 v @ Positioning NIRRECRCELE
16 Sample 16 v
N /@ Positioning settings AcE)—ILZEE (KIE)

Cytiva 32
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Positioning settings

Antibody screen Q
Method Builder - 1 Series

v Settings

© Open

Actions for selected step

Import from

E, File

N Ciipboard

Manage cycles

© Add cycle

© Remove all

I N

1. Method definitio|

© New

2._Variables and positioning ]

13

Startup

1
2
3
4
5
6
7
8
9

Capture 1 -

Solution

Sample 1
Sample 2
Sample 3
Sample 4
Sample 5
Sample &
Sample 7
Sample 8

Sample 9

(1 Positioning settings

@

Cytiva

€)
@
®

Pooling

Plate/Rack
Vial size

Priority

R EVAI R
IATIV/IDTIUCEEDDD

Plate/RackDESSBICTET BN
I 2)\17ILDOIEXE
&D EERICAREESNEGBERNMEB TSNS

3. Cycle overview | 4. Plate layout © Send to queue u B

Plate 1 Id Rack 1 Groups in priority order
Tyee 96 well 250 pl - Type | ReagentRackA + o Capture 1
Step Startup
200000000 =200 0 (),
n OOOOOOOO " O CI CI St::uhalysis
100000000 | v@0 0 ()
s00000000 IO OXO)
:QO0000000 SOOOOS @ e
00000000 TO C‘ C‘ 4 Step Startup
«s00000000 c@0O0O
sQO000000 s@ OO 3
4100000000 1@0 0 o )
:00000000 :@0 0 2 pee e
200000000 | 000 [ é
100000000 1900
A B CDETFGH A B C D
O Analyte 1

IRH
ACEIL—IVEE

ARV ED

Plate and Rack

Sample series

® Q

Reposition

©

Action

£ Preferences

@ © Compatibility

[v Positioning settings ]@

Pooling Plate Rack Vial size Priority Plate and Rack

No e‘
@ Q @B

oy [ e
O

B L=F
O

[ ves RNIT 1

Plate positioning direction

© e ®

Fill both plate and rack before starting the next tray

@

+f| Autopopulate position after manual reposition

©

Sample series

of  Heep series together

#f| Start series in new column or row

Reposition

Actions

@ Reset positions

@ Exclude selected positions

B

PlateD/&RACE S BDIETE
Horizontal(ZK3£)/Vertical(EEIH)

L TONEE or U TN EB(CRIDOFATANENRD

Positioning settingsDZ &%= HE) T/ IR

NZ17)BEEDVUtY . IEEUTEPositionZ{E
AR, EBEUSSRIESEEERIRLAN %

Large | #%

&II
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1.

Instrument control ~ Methods

Antibody screen €) [l = JeLED)

Method Builder - 1 Series

# Bottles
Buffer bottle 400 ml Buffer

Water bottle 200 ml Water

View Volume summary

Plate layout(CfEDTE

Runs  Action history

MBinding screenil7E

2. Send to queue CHIERILE

£ Preferences

Id Plate 1
Type 96 well 250 pl

200000000
100000000
jleleololololelole)
100000000
e00000000
00000000
«00000000
500000000
+00000000
300000000
:00000000
100000000

A B CDETFGH

Cytiva

© New
1. Method definition | 2.Variables and positioning = 3. Cycle overview ] u B é ® ©® Compatibility
Sort positions Ascending @ Descending @ Estimated runtime 1 3 h 47 min
"
Plate 1 o
A B C D E F G H
12 Sample 9 Sample 21 Sample 33 Sample 45 Sample 57 Sample 69 Sample 81
49 pl 43 pl 49 pl 43 pl 49 pl 43 pl 49 pl
Id Rack 1
= & T " Sample 8 Sample 20 Sample 32 Sample 44 Sample 56 Sample 68 Sample 80
ype Reagent Rac 494l 49l 494l 49l 494l 49l 494l
12 O O O O 7 0 Sample 7 Sample 19 Sarr -
1800 HE HAg
10 [
8 8 8 O 9 Sample & Sample 18 Sarr
Vo —
EIRORSS 3V BLPRBOER
@O O OS @ Trays = /1520)/ \ EI/ /15220) /N
7 O O O . s Sample 5 Sample 17 Sarr
s@ OO 49l 49 pl = —
SO i—5
@00 (s @ s oot s @ Volume summary ZBBARDOM=I)N DN ESEZRR
1@00 ! 404l 494l
3 O O O 2 Ny = — | 7 S, -
~ —_— | ~
1000 = | . st s | Q) AL /R TR THENR
1900 49l 43l
ABC Sample 2 Sample 14 Sam = I VAN
: ez | Semle © Send to queue T—=ADT7{ )& - RFHRZIEEL T, AIERIS
4 Sample 1 Sample 13 Sample 25 Sample 37 Sample 49 Sample 61 Sample 73 Sample 85
49 pl 49 pl 49 pl 49 pl 49 pl 49 pl 49 pl 49 pl
3 Buffer Sample 12 Sample 24 Sample 36 Sample 48 Sample 60 Sample 72 Sample 84
49 pl 43 pl 49 pl 43 pl 49 pl 43 pl 49 pl 43 pl A
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1. Insight Evaluation SoftwareDfcE) -0 1> 2.

@ HELP v

) cytiva

Biacore™ Insight Evaluation Software
Version 5.0.16.21762

-
I » & Dem data

Biacore

Insight
Evaluation
Software

300000(\ 12345
aaaaaa 000K

Local Biacore Insight database

a

* User id. Password(d. Insight Control

|
Softwared4 A > &tiE :
|

Cytiva

Create new evaluation¥~J /Select runs5J

User Gen Takata

iy Biacore Insight Evaluation Software

cytivu Biacore™ Insight Evaluation Software

Create new evaluation Action history

Open existing evaluation

@ Select runs from multiple folders Show | 20 vI
|
b = Demo Data I
| | | | | | | | | | | | | | |
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1. Select runs¥ I WBEEMFTUIZVT —5%38IRU T, 2.
Select evaluation method%z2w/

cytiva

Biacore™ Insight Evaluation Software

Create new evaluation Open existing evaluation

{R-TIET T B 2. Select evaluation method

@ Select runs from multiple folders  Show | 20 w | items

Regeneration scouting 6/21/2016 12:19:11 PM

Action history

1-120f 12

» @ Root
v @ Demo Data

=

& 1 series Clean screen (large) 2016-06-03

» @ Biacore 8K Demo data Affinity Screen Analogues 2016-05-04
- V2 Affinity screen 2016-04-27 17:39:29
b - vd BLS (small) 2016-04-24
& Biacore8K Training data Clean Screen (small) 2016-04-24
& |E Concentration Demo Files BLS (large) 20160316

& |E Epitope Binning Demo Files Fragment screen GX

Select evaluation method

Cytiva

Predefinedd 75, Antibody screen®Method
7Z12EIRLCOpen

cytiva

Biacore™ Insight Evaluation Software

Create new evaluation Open existing evaluation  Action history

AT ETR At 2. Select evaluation method

Predefined

Antibody screen - Evaluation method

User defined

& Empty method

@& Surface preparation
% Assay development General screen - Evaluation method
v ® Binding screen General screen using capture - Evaluation method
& Fragment

= LMW

& Antibody / general
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Evaluation - Binding Bl (fZATIEER)

i Biacore Insight Evaluation Software - Kinetic screen large - ¥

cytiva Biacore” Insight Evaluation Software

Create new evaluation  Open existing evaluation ~ Evaluation - Kinetic screen large BE Action history

QC-Sensorgram Vv QC - Capture baseline v QC - Binding to reference v Evaluation - Capture level v

Evaluation - Binding - Evaluation - Binding vs stability v 0 Home v

v Settings Al

Setti n g S > > Data grouping: All together (1) f

FEITI30A

> Injection assignment 30 . . . ]

~

r
.
)

Axis settings

:
DFFH i . o Sensorgram

s B Plot: Stability early vs Cycle . iy —
39N—S C ) Y TINOFEEL AR @i ﬁ?Rb?lF:lot Uk®) &

P9 Table ZY> IV OEMET—4

Capture 1 Analyte 1 Analyte stability early 1
Analysis step purpose  Analysis step name Excluded Curve markers Solution Solution Relative (RU)

Channel Flow cell

Cycle Sensorgram type

8 5 2-1 Reference subtracted  Analysis Analysis 1 Ligand 3 beta-2micro 24
8 6 2-1 Reference subtracted  Analysis Analysis 1 Ligand 3 beta-2micro 26
8 7 21 Reference subtracted  Analysis Analysis 1 Ligand 3 beta-2micro 26
8 8 241 Reference subtracted  Analysis Analysis 1 Ligand 3 beta-2micro 273
9 g8 21 Reference subtracted  Analysis Analysis 1 Ligand 3 beta-2micro 30.7

Analysis Analysis 1 beta-2micro

9 7 21 Reference subtracted  Analysis Analysis 1 Ligand 3 beta-2micro 294
Table
9 5 21 Reference subtracted Ligand 3 ZB.TJ
v

Open layout a £ 21 Dfrramen ciibdrontad  Anabeic Anabmiz 1 Linand 2 bmto Jrninen 209

Cytiva
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Evaluation - Binding vs stability B (AFHTF55R)

i Biacore Insight Evaluation Software - Kinetic screen large K

cytiva Biacore™ Insight Evaluation Software

Create new evaluation  Open existing evaluation ~ Ewaluation - Kinetic screen large EE Action history

Evaluation - Capture level v Evaluation - Binding v Evaluation - Binding vs stabi v

QC - Sensorgram = QC - Capture baseline v QC - Binding to reference v

v Settings Al
> Data grouping: All together (1) g
E > Injection assignment 30
s
> > Axis settings v 25 . .
9 i :
= » Adjustments: None £ PI t. St b'l't I I t u § Senso rg ram ¥
s z OtT: StabllIty eariy vs late & 100 N
O - o = —
I R N f BIRUIPlot (k) ZER
3 U EEREEMEOSHMM Bl & IEINUILPoL URE -
> Color by | o o B £ o
£ 10 5 « = =
2 2 -200 H £ z
< @ 3 8 3
s 2 @ %
-250 2 £ 2
- 2 H E
o : . . ‘ . . i i i ;
5 10 15 20 25 -250 0 250 500 750
Analyte stability late_1 Relative RU Time 5
A
Table &JY>TINOEET—H ]
-~
Capture 1 Analyte 1 Analyte stability early 1  Analyte stability late| v
Channel Flow cell Sensorgram type Analysis step purpose  Analysis step name Excluded Curve markers  Solution Solution Relative (RU) Relative (RU)
9 6 21 Reference subtracted  Analysis Analysis 1 Ligand 3 beta-2micro 29.2 2
9 3 241 Reference subtracted  Analysis Analysis 1 Ligand 3 beta-2micro 308 2t
== Thumbnails
9 2 21 Reference subtracted  Analysis Analysis 1 Ligand 3 beta-2micro 29.3 2
9 1 241 Reference subtracted  Analysis Analysis 1 Ligand 3 beta-2micro 29.1 2
9 4 21 Reference subtracted  Analysis Analysis 1 Ligand 3 beta-2micro 254 20
10 8 241 Reference subtracted  Analysis Analysis 1 Ligand 4 beta-2micro 1.1

\ 10 7 241 Reference subtracted  Analysis Analysis 1 Ligand 4 beta-2micro 12 /
Open layout N

Cytiva



3-2. HifADBinding screenfi#fr

1. Adjustments CRIET —SHILE

T . J3>7 (0RE) LARDZADZELSIE,
2. BoundariesCtwy NDOBHESRTE fiEDBinding screenTIX@EEEALLE WV,
ZIOYRL AN RZDFET/—NFAX
100 x LAR>R (RU) / 3F= (Da)

[v Settings ] M0|eCU|aI’ Welght

> v Adjustments: Applied @ . adJUStment ﬁﬁzau—:/df‘ (Iﬁ,ﬁb\“lﬁl_a)kwﬁﬁiﬁﬁbnb\o

E Blank subtraction Capture/ligand %‘jl:l‘y I\I/Zﬂ_:\/Z%:‘FT’j}T’_%_C\/_QE'fZ“O

g adjustment MERAIY—-=2) T &L ERT S

% Capture/ligand adjustment v Ujj\\/ F%t\/ﬂ-_}‘yj(zl_giﬁlﬂL—HEL/_CL\éi%/I:I_\\ O)U-’(g)l/ \(H§ Fﬂﬁ) %%
- Adjustment for controls Adjustment for controls BICKRFESTEEDRT (LARADTRE) %2/)—-X54X

e HAERIV -V I TIRIBEF I Fr—EDRHEFELR.

~* Boundaries: None @ BoundariesIEE EHHH

o nore | Cut-Off Bi—(DThresholdZ5%TE . &I+ I %ZE I 5T —9%R Y,
Control based cut-off Ta b|e|:|:| (:a bove/below 7@__’.45_%/_.'_:0

Binding level screen cut-off e - - . N .
EBEDThresholdZERTE. B IF VB I DT —HZIRT .

Manual cut-off .
Ranking Table®(CRanking valueZ #R7Ro

Ranking

Boundaries(d 3 (CEvaluation - Binding C{£FH 3 %,
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1. R, HomeZ W/

2. Export todDIEE DI T/RF

Export to

JSON or XML

Cytiva

Spreadsheet
Excel workbook (*.xIsx) : TV

Presentation

PowerPoint presentation (*.pptx) : JVD—iA> N2
o IVAN—NE, ND—RA> NTRITTTDRAT —
IV, ToH =I5 AOEOKERERENTIEE,

PDF
Portable document format (*.pdf) : PDFAZTA

JSON or XML (AT>3>)
JSON file (*json). XML file (*xml) : BFEER/—
(ELN) fxX
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i Biacore Insight Evaluation Software - Fragment affinity screen 11/2/2016 3:33:31 PM ¥

cytivu Biacore™ Insight Evaluation Software

Create new evaluation  Open existing evaluation  Evaluation - Fragment affinity screen 11/2/2016 3:33:31 PM E]E Actien history

| ©.tiome L fiEtTMethod DBl RTF
\ (New evaluation items )

Settings and preparation rAfter evaluation )
ﬂ Properties Sensori gram % Create evaluation method

. J

- Variables Plot Gport to \

Curve markers Kinetics and affinity E’ Spreadsheet

Report points Kinetics Affinity @ Presentation
! k = a
\_ /) #&¥EEvaluation=E1T \_ )

Settings and preparation ZiEExport

-Properties : T—ADJO/\FT1—PUL> REE(LEREDHER

*Variables : *j)j}l/é%\ =&, Blank. Controld)uxZEBtVarlableIEEO)1|§IE
-Curve markers : T3 I3 %3 T35, TDIFT DVERL - fREE

-Report point : L7k— R4 > MDIENN - HIBF - fREE

——

-Solvent Correction : AR IFOET

Cytiva
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4. REDAS

4-1. 4k DKinetics screellFE
< HITEMethod DAVERLFNECDNT

4-2. AR DKinetics screenfifthr
SR -2 (CHBFBT—AT0t2 2DV T

4-3. 7 —RHIIAKR—b
BTSSR DI ANR—MEIEICDNT

4-4. TDIFHHomeBEIE T TEACE
‘HomelBIEIQSEh CERCEICRHT 1 E

Cytiva

43



4-1. & DKinetics screenilTE

1 Method’a’:’]U“J’] cytiva Biacore™ Insight Control Software

Instrument control =~ Methods Runs  Action history

é" Method © Open
Biacore B series

2. NewZzZJUy” :
% Surface preparation Kinetic screen
3. KlnetICS /afflnltyjj} LQ%OIJ\\JO % Assay development Single-cycle kinetics
I @ Binding screen Multi-cycle kinetics/affinity
4. Antl body / generald) K| net|CS /afﬂ ] |tyb\b « S Kinetics / affinity Single-cycle kinetics using capture
Klnet|CS screen %E@TR b @ Fragment Multi-cycle kinetics/affinity using capture
P LMW Fast kinetics 10 Hz
- % Antibody/ general Fast kinetics 40 Hz

5. Open

% Kinetics / affinity using Biotin CAP
% Kinetics [ affinity using Sensor Chip NTA

% HKinetics / affinity using GST capture

Cytiva



4-1. & DKinetics screenilTE

Control SoftwareDt&EiE ~Method definitions

Instrument control ~ Methods Runs  Action history

£+ Preferences

© om

Method Builder - 1 Series

v General settings

Use flow cells 1.2

Reference 1
Change flow cells
Data collection rate
10 v  Hz

Running buffer

Buffer

Concentration unit nM

Change units

Cytiva

M _New

B LLIBESITGGT 2. Variables and positioning | 3. Cycle overview | 4. Plate layout [»]

AIESSEDFIR

Compatibility

[

@ Startup @ Analysis @
1 25 °C |'. |'h Add step v
25 °C
Name Analysis
Purpose  Analysis -

Wi B ]1_>2—>3—>4<‘:ﬁ5’7\ QueueNiZDE T,

Method definitionlc&}370—
yRESYTE. Startup. Analysis

Repeat within

N

M Ref
Flow cell 2 Capture 1 @

Analyte 1 @

Property Variable Value

Solution Analyte solution
Contact time 120 s
Dissociation time 180 s

Flow rate 30 Ifmi
C tration v

Molecular weight Da

@ &

Type

Flow

)

@
€)

i Regeneration 1 @ i

@fli'

~

AnalysislcBIFHFIVYR

High performance -
path | 1,2 -
ment

IR
Capture

Analyte

Regeneration

User defined variables

© Add variable

s B

RN (Active CellDd)
Contact Time : 60-180%2,/Flow late : 10 pl/min.

FURZNN Contact Time : 60-120%Y,/Dissociation time : 180
/ Flow late : 30 yl/min.2A_E /Concentration : Variable

B4, &KittSensor ChipDIFUSHE



4-1. & DKinetics screenilTE

Variables and positioning

Instrument control ~ Methods

Method Builder - 1 Series

v Settings

Actions for selected step
Import from

E, File

Nj Clipboard

Manage cycles

© Add cycle

© Insertabove

Cytiva

Runs  Action history

© om

© New

1. Method definitio{ 2. Variables and pesitioning

Startup ﬁ'

R

@ o~ M R =

Capture 1-

Solution
Sample 1
Sample 1
Sample 2
Sample 2
Sample 3
Sample 3
Sample 4
Sample 4
Sample 5
Sample 5
Sample 6
Sample 6
Sample 7
Sample 7
Sample 8
Sample 8
Sample 9

. Cycle overview | 4.Plate layout © Send to queue u m

Analyte 1-
Control Concentration (nM)

a

®- @

0
1
0
1
0
1
0
1
v 0
1
0
1
0
1
0
1

v
~ 0

£ Preferences

@ © Compatibility

-

Id Plate 1

Type | 96 well 250 pl -

200000000
ielojolololelole)
wQO0OO0O0O0CO
100000000
00000000
100000000
Q0000000
sO00000000
10000000
300000000
200000000
100000000

Capture1 - Solution

Analyte 1 - Concentration

Positioning

CRCHONC)

Positioning settings

\ ABCDETFGH

Reagent Rack A =

7

3

Positioning settings A

5

©

Q
Q)
%

4
3
2
1

Plate 2

ﬁll

BA

A AT

BZIARCOVT, ORELEE 1
NIARECELEE

eI —IVEE (KRIA)



4-1. & DKinetics screenilTE

Positioning settings

Instrument control ~ Methods Runs  Action history

Kinetic screen ) [l Q0 E0
Method Builder - 1 Series

v Settings “

Actions for selected step
Import from

© New

1. Method definitiC{n 2. Variables and positioning ] 3. Cycle overview

Startup

»

E, File

Nji Clipboard

Manage cycles

© Add cycle

© Removeall

L=
Pooling

Vial size
Cytiva

)
@
€)
@
®

Priority

Capture 1-

Solution

Sample 1
Sample 1
Sample 2

Sample 2

1

2

3

4

5  Sample3
6 Sample 3
7 Sample 4
8 Sampled
9

Sample 5

Id Plate 1 id Rack 1
Type | 96 well 250 pl - Type | ReagentRackA
200000000 2000
Ce nOQO0000000 1000
a wO0000000 0O OO
+00000000 sO0O0
s0O0000000 000
100000000 1O0O0
sO0000000 sO 00
;00000000 JONOR®)
«00000000 @0 @
:00000000 100 @
00000000 :000
100000000 1900
A B CDEFGH A B C D

4. Plate layout

o -~

L

QOO

AcEI - ZEZE

Positioning settings

Plate/Rack

NN

?E%i@iﬁbﬂ@'élﬁ ey,
A7/ DTIUCFEE

WD
BN

Plate/RackDESSBICTET BN

BRI/ 17ILD
&0 _EER(CACESN

EET]

SERMBRIND

& ks

£ Preferences

. . Compatibility

v Positioning settings

Q)

© ® Q

Groups in priority order

o

Capture 1
Step Startup

Capture 1

Step Analysis

Analyte 1
Step Startup

O Analyte 1 (Predip)
Step Startup

O Analyte 1

Plate and Rack

Sample series

Reposition

Action

Pooling Plate Rack Vial size

-ag o
@ Q3 @ ®

1 o
(v

n °
O

[ ves [RSYRIT 1

Priority

Large | £y

&II

Plate and Rack

Plate positioning direction

 horcone ®

Fill both plate and rack before starting the next tray

@

| Autcpopulate position after manual reposition

©

Sample series

«  Keep series together

+| Start series in new column or row

Reposition

Actions

@ Reset positions

B

PlateD/&RACE S BDIETE
Horizontal(ZK3£)/Vertical(EEIH)

L TONEE or U TN EB(CRIDOFATANENRD

Positioning settingsDZ &%= HE) T/ IR
NZ17)BeEDULY b, $8TE U PositionZ{H

RULRV\ 8TEL

OBRILEEZ S BRLIR
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1. Plate layout(CfE> T

Instrument control ~ Methods Runs  Action history

MDKinetics screenill7E

2. Send to queue CHITERIE

0 o © v

Method Builder - 1 Series

a2 Sort pesitions Ascendin;
# Bottles o “

1. Method definition | 2.Variables and positioning | 3. Cycle overview S yFIGIEVITNS [ © Send to queue u B é

® Descending

€)

ﬂ- Preferences

@ © Compatibility

Estimated runtime 41 9 min

Buffer bottle 200 ml Buffer

Water bottle 200 ml Water Plate 1

A
View Volume summary @

Sample 5
2 49l
Id Plate 1 Id Rack 1
Sample 4
Type 96 well 250 pl Type Reagent Rack A n 29,
200000000 1200007 Sample 4
1@@000000 | OO0 1 194
000000000 | | #0000 ()s s
s@@000000 | | 00O 0 e
s00000000 sooooﬁ Y
100000000 1O00 5 Sample 3
s00000000 000 49
500000000 | sO0O0( )s S
100000000 OGN ! 490
300000000 @0 @ 2
:00000000 :@00 ! 6 Sample 2
100000000 190 @ aoul
A B CDETFGH A B C Sample 1
s 49 pl
Sample 1
¢ 49l
3 Buffer
49l

Cytiva

Sample 10
49l

Sample 10
49 pl
Sample 9
49 pl
Sample 9
49 pl
Sample 8
49l
Sample 8
49l
Sample 7
49l
Sample 7
49 pl
Sample &
49 pl

© e e e

=] =|
Trays

Volume summary
A&/ R=

Send to queue

*  Included variables H

| Wellindicator
| Volume

| Concentration
+| Dilution

Print content

| Include bottle velumes

A
%/ /1520)7|_\ > EI/&":JZUJ@E@?E/T\

ZBAROM=F)NDONBESEZRT
R T R
F—ADT7A( )\ & AR FHRZIBEL T, AIERRE

ﬁll
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1. Insight Evaluation SoftwareDfcE) -0 1> 2.

@ HELP v

) cytiva

Biacore™ Insight Evaluation Software
Version 5.0.16.21762

-
I » & Dem data

Biacore

Insight
Evaluation
Software

300000(\ 12345
aaaaaa 000K

Local Biacore Insight database

a

* User id. Password(d. Insight Control

|
Softwared4 A > &tiE :
|

Cytiva

Create new evaluation¥~J /Select runs5J

User Gen Takata

iy Biacore Insight Evaluation Software

cytivu Biacore™ Insight Evaluation Software

Create new evaluation Action history

Open existing evaluation

@ Select runs from multiple folders Show | 20 vI
|
b = Demo Data I
| | | | | | | | | | | | | | |
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1.

Select runs I WS EEMTUIEWT —9%2IZIRUL T,
Select evaluation method%z 7w/

cytiva Biacore™ Insight Evaluation Software

Create new evaluation  Open existing evaluation

Action history

Cytiva

2. Select evaluation method

+ @ Root
+ @ DemoData
@ | series
w % Biacore 8K Demo data
- V2
P o vd
I =8 BiacoreTraining Course_Files

&= BiacoreBK Training data

Select runs from multiple folders Show | 20 w | it

Regeneration scouting 6/21/2016 12:12:11 PM
Kinetics serial and parallel

Kinetics 2D

Kinetic screen large

Fragment screen GX

Clean Screen (small) 2016-04-24

Clean screen (large) 2016-06-03

Select evaluation method

Predefined¥ 7 h'5. Kinetics screen®Method%

123RL COpen

cytivu Biacore™ Insight Evaluation Software

Create new evaluation  Open existing evaluation  Action history

LT Ta T I 2. Select evaluation method

User defined Predefined

® Empty method
@ Surface preparation
]

Assay development

-
L}

Binding screen
v @ Kinetics/ affinity
& Fragment

= LMW

& Antibody / general

Kinetic screen - Evaluation method
Single-cycle kinetics - Evaluation method
Multi-cycle kinetics - Evaluation method
Multi-cycle affinity - Evaluation method
Parallel kinetics - Evaluation method

2D kinetics - Evaluation method

Single-cycle kinetics using capture - Evaluation method

50
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Evaluation - Kinetics screen 7 JAJ NEIH

i Biacore Insight Evaluation Software - Kinetic screen large

cytiva Biacore™ Insight Evaluation Software

Create new evaluation  Open existing evaluation  Evaluation - Kinetic screen large EE Action history

QC-Sensorgram W QC - Capture baseline v QC - Binding to reference v Evaluation - Capture level

© Home v Thumbnails

v Settings o
Data grouping (32)

W Parallel/2D a1 - ! 1 ! )
a2 5 o . o2 02 u h . 02

f
3
|

w
£ T T T e T T T T T T T T T T T - T T T T T T T = T T T
© 0 280 50 ] 280 50 o 260 50 0 280 o o 280 500 ] 260 500 [ 280 50 ] 280 0 0 280 50
o ? Injection assignment
‘5 beta-2Zmicre; Ligand 1:1:1 beta-2micro; Ligand 2; 1:1 beta-2Zmicre; Ligand 3; 1:1 beta-2micro; Ligand 4; 1:1 beta-2micro; Ligand 1; 1:1 beta-2micro; Ligand 2; 1:1 beta-2micro; Ligand 3; 1:1 beta-2micro; Ligand 4; 1:1 beta-2micro; Ligand 1; 1:1 beta-2mi
o binding binding binding binding binding binding binding binding binding
c Kinetics/Affinity mode o - o - o - o - ° - ° - o - o - o -
Q
w Settings apply to selected series
o
® Affinity = Both - )
E U beta-2micro: Ligand 3: 1:1 binding
2 : 25
> Blank settings
© 20
2
= 2
) Fitmodels £ Sensorgram
v
= 10 .
> Initial values ® E _Th b |
: = clnumponal 7N
> Colorby [+
T T T T T T T T T T T T
-80 ) 50 100 150 200 250 300 350 400 450 500
Time
1:7 DiTERr—g e R

/AN

e -
Thumbnails
Sample table Parameters Residuals Blanks Quality control

E Result table

1:1 binding 1:1 binding
KD chart Series parameters Sensorgram parameters
On-offrate chart ke (1ms) 1370108 o Curve =L F(pllmin}
kd (1/5) 1.11e-03 #9: Sensorgram Ch=1 Fe=2-1 3.2E-08 30
Sensorgrams Rmax (RU) 270

B Finoie C Fit details Parameter’J C& T/ (SA—H2 KRR p

Cytiva
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Evaluation - Kinetics screen LA/ 7 NEE

i Biacore Insight Evaluation Software - Kinetic screen large

cytivu Biacore™ Insight Evaluation Software

Create new evaluation  Open existing evaluation ~ Ewaluation - Kinetic screen large EE Action history
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B - 2 .. M Ch 2 Ligand 1 “W
> Initial values Ligand 2 beta-2micro 1.70e-03 8.06e+05 7.92e-08 9.83e-14 £ 1008y . . B Ch 2 Ligand 2
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1. R, HomeZ W/

2. Export todDIEE DI T/RF

Export to

JSON or XML
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Spreadsheet
Excel workbook (*.xIsx) : TV

Presentation

PowerPoint presentation (*.pptx) : JVD—iA> N2
o IVAN—NE, ND—RA> NTRITTTDRAT —
IV, ToH =I5 AOEOKERERENTIEE,

PDF
Portable document format (*.pdf) : PDFAZTA

JSON or XML (AT>3>)
JSON file (*json). XML file (*xml) : BFEER/—
(ELN) fxX
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- AIFEMethod DYERTFFIRICDLT FENTHESR O T AR — MFIRICDOWT

5-3. Kinetics/Affinity (K, k., k)&t 5-7. €ED[ENHomeHEH T TESHL

- D FEEEVERBETOFIEICDONT *HomeBIENSEfETEDILICREHIDHE

5-4. Kinetics (K. k., k)&t D 5¥1H
- FEATEIFDOET IV NDEIRB S WMInitial ValuelDWT
- BEATFE SR OFHMm(CEEL T

Cytiva 56



[ ] HE Sl
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Interactive run 5/10/2023 5:29:04 PM Run properties @ [ Endrun [JTSCE @ End run HITH, ROTAJHOIN RERITRICKR T
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X IE
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Ejec
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Contacttime

60 s Flowpath | 1,2
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— 1
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Flow rate 30
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1. M ethod%':/]l)\y/] cytiva Biacore™ Insight Control Software

Instrument control  Methods Runs  Action history

B e © o
Biacore 8 series

2. NGW%OU“JO % Empty methods _

% Surface preparation Kinetic screen

3' KI netICS /Afﬂ n Ity77|-) Lg\\%gl)wg & Assay development Single-cycle kinstics
- L w b @ Bindingscreen Multi-cycle kinetics/affinity
4' }n)ﬁ'}n%o)*ﬁ E4’F% t“%n(j: > ~ @ Kinetics/ affinity Single-cycle kinetics using capture
Ant'bOdy/ general%E}R P = Fragment Multi-cycle kinetics/affinity using capture
P o LMW Fast kinetics 10 Hz

5. #Vja:—v_\;ﬁt“%n(i\\ ~ @& Antibody/general Fast kinetics 40 Hz
Single-cycle kinetics using captureZzSENs

% Kinetics [ affinity using Biotin CAP

6. MethOd%Ej:Rbtopen = Kinetics / affinity using Sensor Chip NTA

% Kinetics / affinity using G5T capture
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Instrument control ~ Methods Runs  Action history £ Preferences

Singlecycle kinetics using capture €3 [il= K0 € New IRIJE Em $,I|E
Method Builder - 1 Series 2.Variables and positioning | 3. Cycle overview | 4. Plate layout ] u E @ ] 1 Compatibility
—2—3—4LEdr, QueueNIEDE T,
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2 o %E? Method definitionlc$ 133 70—
- I s%E . Startup. Analysis

Reference 1
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Data collection rate

10 -  Hz
low cell 1 Ref ( Y
Runring buffer Flow cell 2 Capture 1 @ Single cycle kinetics 1 @ | Regeneration 1 @ |

s D " @ - A " Analysis(ﬁBLf%ﬁ':lV)F
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Solution .
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%II

Be
FARDF v I Fv— BRI ZESTE. T AL MOFRIR10pl/min.
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Instrument control ~ Methods

Runs  Action history

Singlecycle kinetics using capture ) il = VS © New

1. Method definition[ 2_Variables and positioning . Cycle overview | 4.Plate layout © Sendto queue u B

Method Builder - 1 Series

v Settings

Actions for selected step
Impert from

E File

N Clipboard

Manage cycles

© Add cycle

© Removeall

K o

@ Solution

C1=

@ Concentration

' €)

Show mare colum

Positioning

Cytiva

@ Positioning settings

s Bf

E-yiiAN VariableDIZE (&
Y TIVGIRA T

ORESSIUVEIRE
NIRRFCEHEZE
FcEI—IZEE (KIR)

3C

3c

3C

Capture 1- Single cycle kinetics 1-
Solution Control Solution Control Concentration 1(nM) Concentration 2 (nM) Concentration 3 (nM) Concentration 4 (nl
1 Abl v Agl v 0 0 0
2 Abl v Agl ~ 2.4 12 60
3 Abl v Ag2 v 0 0 0
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5 Ab2 @ Agl w 0 @ 0 0
6 Ab2 v Agl v 2.4 12 60
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@ © Compatibility
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Instrument control Methods Runs  Action history

Single-cycle kinetics using capture Q e Open

Method Builder - 1 Series
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Actions for selected step
Import from

E, File

Nj Clipboard
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© Add cycle

@ Remove all
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Startup E
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>
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1.

Cytiva

# Bottles
Buffer bottle 200 ml Buffer

Water bottle 200 ml Water

View Volume summary

Plate layoutlcfED> T4

Instrument control ~ Methods Runs  Action history

@

© New

1. Method definition | 2.Variables and positioning | 3. Cycle overview ‘ 4. Plate layout ] © Sendto queue ]u B é

2.

Send to queue CAIERIG

Single—cycle kinetics using capture Q © Open

Method Builder - 1 Series

@ © Compatibility
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O
o
%
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1.

Cytiva

Insight Evaluation Software®DfC&) -0 1>

) cytiva

Biacore

Insight

Useria
Evaluation JOORKX\ 12345

Coftware T XXXXXX

Local Biacore Insight database

Biacore™ Insight Evaluation Software
Version 5.0.16.21762

Q@ Hetr

v

* User id. Password(d. Insight Control

Softwared4 A > &tiE

2. Create new evaluation¥~J /Select runs¥J

User Gen Takata

-
I » & Dem data

iy Biacore Insight Evaluation Software

cytivu Biacore™ Insight Evaluation Software

Create new evaluation Open existing evaluation  Action history

- |
I @ Select runs from multiple folders Show | 20 vI
| =]
I b = Demo Data I
| | | | | | | | | | | | | | |
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1. Select runs¥ I WBEEMFTUIZVT —5%38IRU T, 2.
Select evaluation method%z2w/

cytiva Biacore™ Insight Evaluation Software

Create new evaluation Open existing evaluation  Action history

T ETa AT E 2, Select evaluation method

;ir) Select runs from multiple folders  Show 20 -+ |items 1-16
v @ Demo Data System check 6/9/2017 10:29:35 AM
b = Biacore 8K Demo data SCK demo 11/30/2016 1:23:47 PM
Fragment affinity screen 11/2/2016 3:33:31 PM
& |[E Concentration Demo Files Fragment clean screen 11/2/2016 12:31:04 PM
& |[E Epitope Binning Demo Files Immobilization Clean Screen 11/2/2016 11:09:57 AM
& [E Intelligent Analysis Demo Files Single-cycle kinetics 011116 11/1/2016 3:40:51 PM

Select evaluation method

Cytiva

PredefineddJh'5. Bt 75 E(CEoIzMethodZ

123RL COpen

cytivu Biacore™ Insight Evaluation Software

Create new evaluation Open existing evaluation  Evaluatien - Johns Parallel kinetics usin

1.Select runs EPRTETL@ETE NEG RN G T
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@ Empty method
'@ Surface preparation
@ Assaydevelopment

Binding screen

i
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Single-cycle kinetics - Evaluation method

Multi-cycle kinetics - Evaluation method

Multi-cycle affinity - Evaluation method

Single-cycle kinetics using capture - Evaluation method
Multi-cycle kinetics using capture - Evaluation methed

Multi-cycle affinity using capture - Evaluation method

67



5-3. Kinetics/Affinity (Kp, k. k,)#4T

Evaluation®E|H (FEATHESR)

cytiva

i Biacore Insight Evaluation Software - Single-cycle kinetics 011116 11/1/2016 3:40:31 PM

Biacore™ Insight Evaluation Software
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Select sensorgrams
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KineticsB#AT(CH T BFit model
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EEEE 0)’6/*3‘ ’)71_\'C 1 DOfFZRDET
Fit Local : BIEREOT Y-S ATENENERZRDF T,
Constant : [E|EfE,

Fitting@&Az (LU 2P HAEZ 34 TE
Constant&HB CREITFEIEZERTE

ZREENZDHE (ZAITITAILPOFEE)

Bl

Fit Global :

2L D% B (UL

FREEMEVED T, EfEEIASHNCERBZEN
BTEEHDo

IBE(IFit Globale BENRNTI THAILZECRMaxH D3R, Fit Local
ZEHIBT-ANH3.

ZDIGE . BEFURL,

T IAIL R TConstant 0 o JULIWKEL ATIBTRSI232%1ToTET TS
A M >2102a B ICER ZENTRD15A. Fit global. Initial Value=Ymax/5.
T IAIL N TConstant 0 « RUTMHVKEL, 97‘JLU7‘|\5’]°/3>7E?:ID_CB/\‘—
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X
b
0
)
by
x
s&
|I]]
)

« 1e-5<B5LN5(IEUS

70



5-4. Kinetics (K,

k. k)T DEFH

1. 1:1 binding modelZ FHU\[CKineticsBEATHE SR ._

Tl EUSICQuality ControlztEZELE T,

Parameters Residuals Blanks

®

sample table Quality control References

Q Kinetic constants are within instrument specifications.

©

0 Kinetic constants appear to be uniquely determined.
Bulk contributions (Rl) were not evaluated. The Rl parameter is set to constant.

Check that sensorgrams have sufficient curvature.

GOESS)
®

Examine the residual plot. Pay attention to systematic and non-random deviations.

@

DAVTA=TEAXT NI \°7\L/'CL\$§“
DAVTA =T EAAD MOFFERFSANTT,
DAVTA =T EZAXS MIINALTWEE A,
AIEENMERLE T,

9 (k%)
0 ()
O ()

(IR)

Cytiva

EBNATLD
Z/\\J’J%’éllﬂb‘?
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BHENTWSH ?
BRNEDIE (RI)
DEZHME
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d4vT4> I h—T (xRt

UCAIETOY S 4

LCDELTVSH ?

Residuals for a good fit

RU

k,=~3e9 (92I\JE&E) . ~5e7 (ﬁﬁ.?rﬂﬁ’“%)
k,=1e-6~1 (Biacore 1K/1K+) . 1e-6~6 (Biacore 15+)

k.. k85&U Rmax OFEICARRI R,

7Z |\5\/X7|':— NJZF7—23>F Tk, k(HEEME HNRBNS,
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Residuals for a poor fit
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5-4. Kinetics (K, k., k) B2t D ¥

1. 1:1 binding model’Z FBU\cKineticsB#THE R 2. Fitting BR(CXT 9 25Hf/ (I A—4—

B S N S —

feaREES | EEWPRERE. MOALBTRESULR ABEICIIAYID  pq—m SBIET —AET19T 40 h—TRICBIF B EDFEIFE S1E,
ks EEERDE, Chi? BIFRI1vT 1) TlE ST FINIA XTI FEHBC—E.
mEREESR 0 BERORENL %E’\ﬁvm%U‘Faﬂ(ZQE%E?§EUéO k,« k,DFENESLTOROD (uniqueTHZH) | EITESEN
Ky ky=0.01s-1= 1% 1S DESHEN 1 %E#EET . U-value - MTLIRIE T TRUNZFF I I 3o (CERESNT/INTA-45,
= o w 5 Y é DEEJ_\ oz =1 :E l:lEl = o
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5-5. Affinity (K,)fi#tr D51l

1.

AffinityBEAT(CHITBFit model

EFIR anig
Steady State Affinity 1:1 Binding model T. Rmax (& Fitting /{IX—%,
R
Req = R ”J:“x + offset
Steady State Affinity SEERIDT 54 DT —FR,> MRS TSR
(constant Rmax) LWr—2X, Steady State Affinityt ECETIL KT,
RZIDRmaxt D FE2E R AL TR ZIT.

Steady State Affinity Steady state CUXR I 2N IEmHIRmaxZHBIE T S
(constant Rmax and multi-site) &' —R, B DEBBANDIEENEEINDIHS.

CRyq  CR T DX TRMax1(TIRST>DRmaxt 3 FE%2 K

Req =

Cytiva

2 = e
iC R, ec offset  ALTERITETS.

* Steady State Affinity (constant Rmax)& LU
Steady State Affinity (constant Rmax and multi-site)(&
Extended Screening extensionMHE T,

2. AffinityBEAT(CHVWTEUBEZEUS I BEFPhZIETE
| Show affinity range for all series .
Settings apply to selected series 5;77“[/ |\ :
Calculate response at position Tj_ 5’( h;ﬁﬁbnl%gT
5 | 5 | beforeinjectionend - 5%@‘%‘;]0)5*9‘&5[‘]9&1@
withwindow 5 w» | s
Reset range to defaults
3. AffinityBZAT(CHIFBInitial Value
I5E BTL
Fit Fit Global : HEERE DT Y —JSAT 1 DOMERDHET .
Fit Local : ZEEDE Y —JSLATENENHEZKDET,
Constant : EE(E,
Initial Value Fittingf#tz (EUH BV EREZ S TE .

KD
Rmax

offset

Constant&HEB CETEEZEETE .

EREBES (BDBAT I OFE)

ZDZE . BEFULRL,

IBE(LFit Globale BENRNTI THAIILZECRMaxh D3R, Fit Local
ZERI 2T —-AN0D,

ZDIHZE . BEFULRL,
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5-5. Affinity (K,)fi#tr D51l
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1004

Relative response

Cytiva
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504

254

AffinityBEATICH 1T DERATFE R DS TR EMESR
EREOBVERITEREEILHICE. 751  NOEEE
ENKED2E L THRINENTVBLEEEEN S,

ERENESL EREENMEL
RU
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/ 2 ™

F § o]

KD = ] KD
T T T T T T T D_ :f T T T T T T
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Concentration M Concentration M

2. Affinity BT DFEER
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5-6. F—AIJAK— b

1. R, HomeZ W/

2. Export todDIEE DI T/RF

Export to

JSON or XML

Cytiva

Spreadsheet
Excel workbook (*.xIsx) : TV

Presentation

PowerPoint presentation (*.pptx) : JVD—iA> N2
o IVAN—NE, ND—RA> NTRITTTDRAT —
IV, ToH =I5 AOEOKERERENTIEE,

PDF
Portable document format (*.pdf) : PDFAZTA

JSON or XML (AT>3>)
JSON file (*json). XML file (*xml) : BFEER/—
(ELN) fxX
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5-7. TDIEFEHMHOMeEBIH CTEACL

Cytiva

ih Biacore Insight Evaluation Software - Fragment affinity screen 11/2/2016 3:33:31 PM

cytivu Biacore™ Insight Evaluation Software

Create new evaluation  Open existing evaluation  Evaluation - Fragment affinity screen

11/2/2016 3:33:31 PM E]E(] Action history

Settings and preparation

ﬂ Properties
- Variables
Curve markers
Report points

Solvent correction

fZtiMethod D RIBZRTE

\ mew evaluation items
Sensori gram

Pl
Kinetics and affinity

Kinetics Affinity

) &¥BEvaluation=1T

Settings and preparation

-Properties : 7—40J0O/)\

T4—PULY REELE R EDREER

( After evaluation

Gport to

E’ | Spreadsheet

@ Presentation
a -~

HiEExport

-Variables : +j>7°)l/€.\;;1;r‘1‘5\ Blank. Controld)uxZEBtVarlableIEEO)1|§IE

-Curve markers : T—HCJ3J %YL TAI5E. TDIZT DVERL - iRE

-Report point : L7k— R4 > MDIENN - HIBF - fREE

——

-Solvent Correction : AR IFOET
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6-1.RAITTIARJATAFIVY

Instrument ControlBIELDTEEAIA > TF O A%RE

Maintenance

Desorb

(13

Desorb and sanitize

w:

System check

Biacore Maintenance Kit, type 3 (29229054)

AT F IR S AT AFIVIICIEIARKith R,
Desorb Kit (BR100823)

Desorb Solution 1, Desorb Solution 2(£500ml)Dd+

ENNEBANTELXT,

Cytiva

Desorb : JA(C 1 [T]

Series S Sensor Chip Maintenance *
Desorb Solution 1 *

Desorb Solution 2
N\wIrp—F1-7 : @BftiK

Desorb and sanitize : A(C 1 (O]

Series S Sensor Chip Maintenance *
Desorb Solution 1 *

Desorb Solution 2 *

FRIEE0.6-1.0% X HIEZREE T NI L
FBFlK, 10~50mM HEPESY TristB &R

System Check : EE#ZRUUIHF

Series S Sensor Chip CM5  (CheckfZ. SHITE{EROK)
Biacore test solution *

J\wI7—F1—TJA. C : HBS-EP+

J\wIy7—F1—JB. D : @Bffi/K

* FyNMCESFENBIED



6-2. lFEEZDE

7THBERICBEERYES
FyI® ANILEFRY>)\4J0-H'A]EE

J\wI7—HE= : 130 ml/24hr
BBHECHESE © 95 mi/24hr

Instrument states CfxiE 05 B2 IER

Running standby flow i

6 days 10 hours 1est Restart Stop Current buffer

Cytiva

SATLESYYNIVOTRIEE
ARBREA T OIF2 =ML E T

1.

N @ o W N

NIy —F1—JZBHEAKRNIALY ~
Series S Sensor Chip Maintenance’ Fwv%
Change SolutionZEHth

Series S Sensor Chip Maintenancez 7> Rw/5
Biacore Insight Softwarez70—X
PCOAYMIT>

Biacore AMANERZ ]S
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6-3. 7V DIRE

RSIRRET DRTF FvI OB{ER

B Uzt 3 —FvIINS 4L A %EWTA CTIRE BENRIOEURY - MIEEREZIEEO THN-ANRT
* ERRE (FEES RV TLZEW

1Y MREETDRTE
1. 25-50mBEOF1—J(CHBS-EP+RERDE HS5AE

X o _— v ECOBERBNEEA AT THETIRELS
2. TIH—FvIDI—Neh\N—H5ikEES >— hERE ‘ v Ty MREE. BRI A

3. J—MIeEFHEPOEEMRITRU. 4 CTRF

T T

TI32FvIERSY EIRmE (GEATULSA)
v EyhTEOH T v EESRNCE
v UIyMRER. FRBIEIUMENS
FLTALTRETKDEIRVELDIZE
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7-1. 97— MEEk

ElABiacoreih—4 )L Y1 b

https://www.cytivalifesciences.co.jp/technologies/biacore/

Biacore™h—4Jl

EE TR

HAERBiacoreBATENZ17)L (P JUT—23>RIRAE)
Knowledge Center. Biacore FAQREDHARZENYTIT I

Cytiva

AEBiacorelki—F I YA b

https://www.cytivalifesciences.com/en/se/solutions/protein-

research/interaction-analysis-with-biacore-surface-plasmon-
resonance-spr

Biacore™ SPR - surface
plasmon resonance
interaction analysis

Biacore™ software downloads (9&::.:.)?&7 _‘LTJI/EZB)
Key SPR application E#f, A>31> N —Z>)0—X
Online tools (Simul8 : k. kdb‘bfiumaﬂ’]t/*j—ﬁ I 1\ 7z $E)
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https://www.cytivalifesciences.com/en/se/solutions/protein-research/interaction-analysis-with-biacore-surface-plasmon-resonance-spr
https://www.cytivalifesciences.com/en/se/solutions/protein-research/interaction-analysis-with-biacore-surface-plasmon-resonance-spr

7-2. Y7k — M&ER

BTfliBiacored>3 IS

https://www.cytivalifesciences.co.jp/technologies
/biacore/concierge/index.html

HEEmMODIFU

https://www.cytivalifesciences.co.jp/
technologies/biacore/knowledge-center/
ifu-list-sensor-chip-kit.html

Biacore A3 I)V31

BiacoreZtCEAAEVTRT |
EHOBTIXINH

#TBiacore™=EER/— b

https://www.cytivalifesciences.co.jp/technologies/biacore/conci
erge/biacore-lab-notebooks.html

Hmz fERVZIZKHIC. PDFI7A )V 2 CHEFA<IZE L

Cytiva

JBFREFADIFU (Instruction for Use) (. EFRICABLTLWEE A,
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[(BFEEE5E]
J0-)\SATYAIORT))/)0S XS )RR =5

INAATALINTA>
TEL: 03-5331-9336
e-mail: tech-jp@cytiva.com

https://www.cytivalifesciences.co.jp/
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