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Product | Package | Code | Contents 105 MRISRE

HBS-EP+ 10X
HBS-EP+ 10X
HBS-P+ 10X
HBS-P+ 10X
HBS-N 10X
HBS-N 10X

PBS 10X

PBS-P+ 10X

Cytiva

1X1,000 ml
4X50 ml
1X1,000 ml
4X50 ml
1X1,000 ml
4X50 ml

1X1,000 ml

1X1,000 ml

BR100669
BR100826
BR100671
BR100827
BR100670
BR100828

BR100672

28995084

10 mM HEPES, 150 mM NaCl, 3 mM EDTA and 0.05% v/v Surfactant P20 (Tween 20)
pH 7.4

10 mM HEPES, 150 mM NaCl and 0.05% v/v Surfactant P20 (Tween 20)
pH 7.4

10 mM HEPES, 150 mM NaCl
pH 7.4

10 mM phosphate buffer with 2.7 mM KCl and 137 mM NaCl
pH 7.4

20 mM phosphate buffer with 2.7 mM KCI, 137 mM NaCl and 0.05% Surfactant P20 (Tween 20)
pH 7.4
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Microplate Working Foil/Septa | Plate height,
volume, pL

96-well, U-bottom, PS, Cytiva, BR100503
96-well, U-bottom, PP, Greiner, 650201

96-well, deep-well, V-bottom, PP, 0.5 mL,
Greiner, 786201

96-well, deep-well, U-bottom, PP, 1 mL,
Greiner, 780201

96-well, deep-well, U-bottom, PP, 2 mL,
Porvair, 219020MB

96-well, deep-well, U-bottom, PP, 2 mL,
Thermo Fisher, 278752

384-well,V-bottom, PP, Greiner, 781280

384-well, deep-well, V-bottom, PP, Greiner,

781270

Cytiva

250

650

1000

1850

1700

110

200

A/C

A/IC

A/C

A/C

A/C

B

B

15

27

42

45

44

14

22

Foil/Septa

A Microplate foil (96-well), 28975816, Cytiva, 100-pack, plastic foil
B Microplate foil (384-well), BR100577, Cytiva, 100-pack, plastic foil
C Microplate septa (96-well), 29192561, Cytiva, 10-pack, plastic/elastomer cover

Foil : UIT)LMS1EIUNDERURVSE

Septa : BUIIHSEZOIDENT BI5E
* Poolingg AFRI{ERITITLRS -

HIBRADOS — )L HERATEL.
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Biacore™ Insight Control Software

Biacore

@ HELP v

£+ Preferences

© Open

Biacore 8 series Biacnre 1 series

© New

% Empty methods

Surface preparation

[ 1}

Assay development
P @ Binding screen

= Kinetics / affinity
P @ Fragment
P & LMW

« % Antibody/ general

@ Kinetics / affinity using Biotin CAP

% Kinetics / affinity using Sensor Chip NTA
% Kinetics / affinity using GST capture
Cytiva

Name Description

Kinetic screen Single concentration injections for rapid estimation of kinetic properties. Incluc
Single-cycle kinetics Single-cycle kinetics for protein samples.
Multi-cycle kinetics/affinity Multi-cycle kinetics/affinity for protein samples. Includes regeneration.
Single-cycle kinetics using capture Single-cycle kinetics for protein samples using captured ligand.
Multi-cycle kinetics/affinity using capture Multi-cycle kinetics/affinity for protein samples. using captured ligand. Includes
Fast kinetics 10 Hz Multi-cycle kinetics for fast dissociating analytes. Using data collection rate 10

Fast kinetics 40 Hz Multi-cycle kinetics for fast dissociating analytes. Using data collection rate 40

Item details
Name

Description
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2-1. Amine Coupling Kit

ERI3FYN ToH—FYITDIFU (Instruction For Use) (duhd CHESRIEELN,

Amine Coupling Kit (BR100050) F(CSensor Chip CM5EHFAULE T

NHS, EDC, Ethanolamine®Dt?w ~ JLat> I\I/—‘/a/ (FyvEEAUL> REHE)

NHSBEUEDCIE 0 mIDBRIUKCARRE, B o ) NABES. pH scouting@{TL\E T

BFUETS . 100 W2/ AP NDHCTBILES "

EHHLET, , o o o
~ \

ol fieltiel  felliefiiel Ieli{of{ie]

Fig 4.1. Ligand is concentrated on the surface through slectrostatic attraction when the pH lies between the isoslectric
point of the ligand and the pK, of the surface. If the pH is too low or too high, ligand will not be concentrated on the surfacs.

Cytiva
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Instrument control  Methods Runs  Action history

=

% Surface preparation | pH scouting l

® Assaydevelopment

Immobilization

P @ Binding screen Immobilization low levels

.

b = Kinetics [ affinity

S%

BA
DA > RAsH0BERE « SR DS E
60FL. 10 /D ICEEIBENE )
oY —FvT R
1BE 50mM NaOH. 30F2. 30 /5>

| @B

@ Analyte

(2 Regeneration

3. Method definitionDi%E

Instrument control Methods Runs  Action history

pHscouting ) © Open © New

Method Builder - 1 Series B LOLLEEHL LD 2 Variables and positioning | 3. Cycle overview | 4.Plate layout [ »]

v General settings Gl Analysis ()

25 °C . Addstep v
% g

25 °C
Reference

Change flow cells W Analysis
Purpose | Analysis v
Data collection rate
1 v  Hz
Flow cell 1
Running buffer Flow cell 2 Analyte 1 ® | Regeneration1 () |

0k @ "

Concentration unit nM

N Property Variable  Value Type Low sample consumption ¥
Change units
Solution L4
Flow path | 2 -
Contact time 60 s
Comment
Dissociation time 0 s
Flow rate 10 Hlimin
Concentration nM
Molecular weight
Dilution
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© New

Solution
Ligand 1
Ligand 1
Ligand 1
Ligand 1
Ligand 2
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Ligand 2

0 ~ o M s W R =

Ligand 2

@

Show more columns

Control

Immobilization buffer

10 mM acetate pH 5.5
10 mM acetate pH 5.0
10 mM acetate pH 4.5
10 mM acetate pH 4.0
10 mM acetate pH 5.5
10 mM acetate pH 5.0
10 mM acetate pH 4.5

10 mM acetate pH 4.0

@

Id

Plate 1

Type | 96 well 250 pl -

200000000
nOO000000O
wOOO000O0O0O
100000000
eQO000000
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sO0000000
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1@0000000
3@0000000
2@0@0@00000
190000000

A B CDETFGH

Plate 2

©)

)
@
€)
@

Id

IRH
Ui~ &
Immobilization buffer
Positioning

Positioning settings

£+ Preferences

Rack 1

Type | ReagentRack A =

0
0
0

7

O

=«0O0000000000
~O0000000000

[=1

» 0000000000

6

5

Q)
@,
%

B T T Y - ]

Rack 2

1. Method definitioE 2_Variables and positioning } Cycle overview | 4. Plate layout © Send to queue u

Analyte 1-

[ Positioning settings A ]

S&II

A
BFRAL
ERI3MAREELUpH
NIREFCEIERE

FcEI—IZEE (KIR)
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Positioning settingsME%TE
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(GETN XN | © Open

Method Builder - 1 Series

Settings

oF

o
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Methods Runs Action history

© New

1. Method definiti{1 2.Variables and positioning }

. Cycle overview | 4.Plate layout

@

@
€)
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Id Plate 1

Type | 96 well 250 pl -

200000000
100000000
000000000
100000000
00000000
100000000
sO0000000
sO0000000
1:@0000000
3:@@000000
:@@@00000
100000000

A B CDETFGH

Plate 2

Id Rack 1

Type | Reagent RackA +

—
=l

EE—

B R Y - . - R T R R v

»0O00000000000

o

=O00000000000
~OO00000000000O
OO0

Rack 2

[+

[ v Positioning settings

Groups in priority order

@

Analyte 1
Step Analysis

Regeneration 1

Step Analysis

1=

Positioning settings

R RS
JATI/OTIVCFEDHBD

Plate/RackDEEH(CEE /I BN
BRI 217 ILOFELE
&0 LS (CRiESNIEARME SN S

Pooling

Plate/Rack
Vial size

Priority

© Send to queue u B

@

Pooling Plate Rack Vial size

& -

Priority

o

I

Yes ]

H
=
°

@ Q@ @ ©®

Drop command here to create new group

anBA
BoiE— VB

£ Preferences

@ © Compatibility

Plate and Rack

Plate positioning direction
@ Horizontal

Fill both plate and rack before starting the next tray

Sample series

+ HKeep series together

+| Start series in new column or row

Reposition

+ Autcpopulate position after manual reposition

Actions

@ Reset positions

BRI D
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Plate layoutlcfED> T4

Instrument control ~ Methods

0 om

Method Builder - 1 Series

@ Bottles
Buffer bottle 200 ml Buffer

Water bottle 200 ml Water

Runs Action history

© New

1. Method definition | 2.Variables and positioning | 3. Cycle overview[ 4. Plate Iayout © Sendto queue ]u B

View Veolume summary @

AcE

@@@@I

2.

IHH
Trays

Volume summary
/RE

Send to queue

—_

5> —

é

BIBRONT3>ELU

Sﬁ

A

N —|

REBDRR

BROMNIINDODNESZRR
R TR

£ Preferences

® © Compatibility

Id Rack 1

Type Reagent Rack A

2000
11000O?
mOOOOe
O OO
soooos
1000 /™,
6O OO
sO0O0O 3
1@0 0O
@@ O 2
:@ @0 .
Q0@
A B C

Sort positions Ascending ® Descending @ Estimated run time 3 9 min
Rack 1 o
. B Cc D
Ligand 1 Ligand 2
4 Immobilization buffer 10 mM acetate pH 4.0  Immobilization buffer 10 mM acetate pH 4.0
@ 44 44pl
Ligand 1 Ligand 2
3 Immobilization buffer 10 mM acetatepH 4.5 = Immobilization buffer 10 mM acetate pH 4.5
44 pl 44l
Ligand 1 Ligand 2
2 Immobilization buffer 10 mM acetate pH 5.0 = Immobilization buffer 10 mM acetate pH 5.0
44 a4yl
Ligand 1 Ligand 2
1 Immobilization buffer 10 mM acetate pH 5.5 | Immobilization buffer 10 mM acetate pH 5.5 2 n;;’IZNTOH
p

a4,

444l

—ANT7A{ V%4 - RFFRZIEEL T, HIERLIE
Send to queue CHEIEFHIE
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Biacore™ Insight Evaluation Software
Version 5.0.16.21762

Biacore

Insight
Evaluation
Software

300000(\ 12345
aaaaaa 000K

Local Biacore Insight database

* User id. Password(d.
Control SoftwaretIti@

Cytiva

® O 6

IRH
Select runs
Select evaluation method
pH scouting
Open

ﬁll

BA
pH scoutingZ EUISRIE 74 )L Z2:1#EIR
Select evaluation methodh'5PredefinedZ1 &R
pH scoutingDFHIIX Yy &R
FRATSEAT

2. TABIUAVYRDEIR

Create new evaluation

Open existing evaluation

Action history

1. Select runs PPRT e Ao TR GL Rl O DT

User ;:ET:'HTEC Predefined @
Y

@ Empty method
® Assay development
+ @ Bindingscreen
@ Fragment
= LMW

Show mare columns

pH scouting - Evaluation method

pH scouting
13

Description

€)
oven JECY
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20000
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10000

30000

20000

10000

Ligand 1 Ligand 2
RU
o
& 30000
&
J:3
£
= 20000
<<
"
(="
T 10000
2
a
] i} .
e
T T T T
0 100 200 300
Tirm

Analysis step name

pH scouting
pH scouting

pH scouting

pH scouting

Analyte 1
Solution

Ligand 2
Ligand 2
Ligand 2

Ligand 2

Analyte 1

Create new evaluation  Open existing evaluation  Evaluation - pH scouting 12-Sep-16 5:36:29 PM EE

Evaluation - Sensorgram o Home v

Analyte 1 Immebilization b
tate pH 4.0
tate pH 4.5
tate pH 5.0
tate pHEE

M 10 mM ace!
10 mM ace
M 10 mM ace!
10 mM ace

Analyte binding late_1

Immobilization buffer Relative (RU)

10 mM acetate pH 5.5
10 mM acetate pH 5.0
10 mM acetate pH 4.5

10 mM acetate pH 4.0

® s

uffer

B

a“*

"

21025 =
32814.4
16433.3
183014 «

AEXDIEZES. 10 mM Acetate pH 5.0% £ FH

TV M-3R TER Y-
R CRINEFICAERB LHND) THOEBpHNHE(C
L_L\BOD%ET“'JEH LE9,

hwI ) OFEER G pH 8.51F 1
v Eg(uté'm > RO MFEETE M2 IOV R D%k T3

EETEpHASU T Ty o —
i s

I = - ANy G
SAUCRYTOEE A
COEIBBITIUAVR 7] 3
NZMEU I ATREMER . ¥
=0T, -

T
-50 0 50

Rasponse [RU)

T T T T T
100 150 200 250 300 350

Time is)
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& Empty methods

& Surface preparation
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[ Immobilization

b = Kinetics/ affinity Immobilization low levels

Cytiva

IRH

Immobilization
@
procedure
@ Use flow cells
©, Ligand

@ U 73\/ |\/IJ\\7J|] H% FEﬁ /)ILL

S%

B

Specify contact time : 2454 NS TIETE
Aim for target level :

BEELLANITIEE
EE{LUTEL\Flow cellDIBTE

ZFclCEFEIL I BLigandD&F Ve AT
Specify contact time : T JA)L NASNBFRE (X420F2

3. Method definitionDi%E

Instrument control  Methods Runs  Action history

(DTGP X | © Open @ New
Immobilization - 1 Series AT ELNAE SN 2. Positioning and plate layout
Chiptype = CM5 - Running buffer | Buffer

Immobilization procedure
R PRSP Aim for target level Flow cell 2

Use flow cells

EDC+NHS Was

Ethanolamine

3

s
<}
=]

Flow cell

Ligand

Ligand 1

©)

Flowpath 2

Comment
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1.

Cytiva

@@@@I

Positioning and plate Iayout(CﬁE’)_C“;-%ﬁ

Instrument control Methods Runs  Action history

s

Immobilization € [l = TUREN -+

Immobilization - 1 Series 1. Method definition

# Bottles
Buffer bottle 200 ml Buffer

Water bottle 200 ml Water

View Volume summary @

2. Positioning and plate layout [ Send to queue ]u B é

Sort positions Ascending @ Descending @

IHH
Trays

Volume summary
Aci& /=

Send to queue

Sﬁ

A

BIBRORS VB FIPREOTRN

T—ADTA I & RIFF%EE

BROMINOKEEZRR
FRRICES THE
ELT. BIE(LRiE

2. Send to queue CEITEALFG

£ Preferences

Estimated run time 3 2 min

Id Plate 1

Type | 96 well 250 pl -

2Q0000000
10000000
0wQO0000C0
sQ0000000
800000000
700000000
sO0000000
500000000
+000000C0O
:00000000
00000000
100000000

A B CDEFGH

Id Rack 1

Type | Reagent RackA =

@,
@,
%

7

00
O

=0O000000000

6

5

[ -]

~000000000
~ 00000000000

Rack 1

@

A

Ethanolamine
® 122

Ligand 1
107 pl

Mix position
& Empty
NHS

73l

EDC
73l

@ © Compatibility

Positioning Settings A
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2 - 3 " E @ Sensorgram B e INOL 3 T

§35000
2
(3 Response bound AELigandEEDC/NHSZE T £ 20000 ]
|
@ Response final AMImmobilized&BaselineZ= 73> Ligand  Immobilized

20000

1. BEEMEDSE Result IRRENET I
VAR AR INE WS R EELRELTRAT S

Instrument control Methods Runs  Action history
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(R 1P BVWEE(LEZBIBULEWES

1. New>Surface preparation>Immobilization
low levelsZ123RL COpen

cytivu Biacore™ Insight Control Software

Instrument control ~ Methoeds Runs  Action history

© o

Biacore B series Biacore 1 series

% Surface preparation pH scouting

& Assay development

Immobilization

b @ Kinetics / affinity [ Immebilization low levels ]

Cytiva

2.

Method definitionMEDC+NHSODIES LR A2 X

T, wNEFEZRELFT

Immobilization low levels

Flow cell

2 EDC+NHS

Activation

Solution

Contact time

Flow rate

3.

30 s

[EDC and NHS mixed in ratio 20 : 51

10 plfmin

EELIT VN> RORERE

Flow cell 2

Immobilization

EDC+NHS

Activation

Solution

Contact tim

Flow rate

[

EDC and NHS mixed in ratio 50

420 s

B

_l_\m
==

(CUT. 420sec contacttUFYT,

10 plmin

& (~50 pg/mL)
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(1) Use buffer position NNYI7—F1-TD3&EIR, * 1K+/1S+DH
(2) Data correction rate FrvIBrR5(E1 HZTHOK,
©),
@
®
®

2-4. AIFESFEHDESETE

Use flow cells / Reference B3 3J0—-ILEUT7L A EIDIER

Concentration unit N0 2754 MDIEE AL
BIELHROOIER., FEEDIFEE. BESRMAF. 7 Tray setup fERTBIL— b YT SvIDRIR
F51 NRNRE DR AR S BUBHHDET . oo nteractive run e,
ZDRST(C(EInteractive runMEFTT Rl e e PSR
1. Interactive runZ7Uw? e e
P— T surestnngtrescony st
@ Interactive run ] o

2- 1%%3_5 FlOW Ce”\ 5“}0\ 5%§$4ﬁ@t“€ Data collection rate
121RU TReady to start @

Use flow cells Reference

E)
- @

000000000000 | 2
-OOOQO00Q -
4

=0000000C0000 | &

>000000000000 | 4
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Add command FETURVIVROEIR x5l T

@ Sensorgrams  F/RULWIO—-TILZ2FIVv)
T ~ ;= (3 Add cycle CycleDENN-TIDEX
FERCHTINA>DTI23>%ITVET, . S—
- @ End run TR ROTAIHROIND FeRITRITIE T
@) Abort run EKITH ROTJHROIN REIESH TR T
i i c - @ Add command @%IEE
| . =] =| B L
v Settings J— Analysis . :
Frevine s s i w0k ‘:\s Analyte Analyteﬂ))?ﬁbl]
P @ o 3 = Capture Fr T Fv—ECHBIFBLigand DA
L4 w cell 2 19 -w = =
| - Enhancement  AnalytelCff 59 90 F ClERSEV\ES
- == ®  pegeneration BAEROTN
_ .
B Cyclecventlog General Biotin CAPture Reagent. NTATW I (CHIFBNIRRE
0 Injection pause controls 2 . . . . . . L WaSh t)ﬁ_}wji%B/%(;ﬁE§0)5?ﬁ5%
E Responsetable [+] 25 50 75 100 125 150

Eject tray BT SvI0 T — MOEDHL
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=JL r==1
oSt AE

1. &IV RERUESRINSEAZ ANDUET,

Ejecttray 1

Analyte 1 @
L] [

Contacttime

Add command v

60 s Flowpath = 1,2

Cytiva

— 1
Contact time 120
Flow rate 30

Dissociation time 0

Solution

Concentration

Molecular weight

Dilution

High performance

Less <

o © © @ o o|B

Q

)

® & ©

1=

More
Contact time

Flow rate

Dissociation
time

SolutionZkE

Flow path

Type

Comment

Position

**ul solution is
needed

Ready to start

56
SOREMIBIETE - IERA NN TEET.

s DI BEF ]
Flow rate*Contact time/60=1-400 C:%¥1E

AR 1~100 pl/min. TRIE
ARBEIS R DESTE

ARG BE. DTE. HIREOAN
5%7][]357']_-&)[/0

Fc1.2 D 35 & . Analyte . Regeneration 2 & (£ 1,2,
CapturelX1Dd+,

a) High performance : B#fTE /TGS

b) Low sample consumption : L AR ADIESR

c) Fast injection : 4>>173 3> RIDEFHERFRANFEL)
*b)c) [ FHERDBEENEF(KL),

OX> MM
fERTETL— M SN 7ILOEIR
B IIVEBOIEE

N EERENMS B RSN ERE OREST
A NNBALE
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1.  Reference lineD;&H

—JaN—
oS AE
L

@
@

€)

C1=

88

Chart display settings  [od &D. T>H—I 3 AFKROFMRTE

Alignment ruler

Response ruler

N—2F14> (0RU) (CFBBEMEZEIBELET.

* WROT YIS 6% IILET,
Alignment rulerCHETEUNR—X I/ (TS
ResponseN'FTRRENE T,

* WROT YIS L% ILET,

@

Analysis 1 Chart display settings
Alignment at Time
. 7449 |s 1279.4 |s foom loek
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] how
5000 @ .
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7000+ ? *
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@ 1 o
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1.

MethodZ v/

@ Method

Cytiva

New& 7'y’
Kinetics /affinityJA)LA & v%

AONNDE-AYI\NERBERTHNE
Antibody / generalzi#iR

Amine coupling®iZ3. Single-cycle kineticsZ

HEIS
MethodZ1##RL COpen

cytiva

Biacore™ Insight Control Software

Instrument control  Methods Runs  Action history

© o
Biacore B series

Kinetic screen

= Empty methods

% Surface preparation
% Assay development Single-cycle kinetics
b = Binding screen Multi-cycle kinetics/affinity
+ @ Kinetics [ affinity Single-cycle kinetics using capture
P @ Fragment Multi-cycle kinetics/affinity using capture
P LMW Fast kinetics 10 Hz

- @ Antibody / general Fast kinetics 40 Hz

= Kinetics / affinity
% Kinetics / affinity using Biotin CAP
® Kinetics / affinity using Sensor Chip NTA

% Kinetics [ affinity using GST capture
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Instrument control ~ Methods Runs  Action history £} Preferences

0 om0 e T
Method Builder - 1 Series [ 2.Variables and positioning | 3.Cycle overview | 4.Plate layout = & u E ]@ 1 —)2—)3—)4&&% Queue/\%b %qu*illi”t";
A Y

ch % Analysis ;:9 1Method definitionlcH 1370 —

YRESYIE. Startup. Analysis

-

v General settings

Use flow cells 1.2

Reference 1

Change flow cells REL Analysis Repeat within

Purpose | Analysis e

Data collection rate AnaIYSiS(:b\‘j-aﬁj 7) I‘\‘

10 =  Hz
low cell 1 Ref [ |
Running buffer Flow cell 2 Single cycle kinetics 1 @ | Regeneration 1 @ |

Buffer @ I.. @ rh Add command

Concentration unit nM

@ Property Variable  Value Flowpath | 1,2 - Predip User defined variables
Solution o

Change units

Comment Concentrations percycle | 5w

© Add variable

Contact time 120 | s

Command type nM - Dissociation time 600 s - IE E EH HH

Analyte nM v Flow rate 30 | ulimin N " < oo = ——

Single cycle kinetics nM hd P = Slngle CYCle ;}%}Enﬁ\\;ﬁy\ j/gg |\H% Fﬂﬂ A ﬁq:ﬁEH% Faﬂ%ﬁrgb}:Eo

oo - \ kinetics T I hOFRER30pl/min. ZECUIZVWEHE (EVariablelcF1v)
oI : N ® Regeneration Add commandh*5iEH —
General nM v ﬁi% Eit%\ iﬁ}JDH%FEﬁUt%ljj
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Instrument control ~ Methods

Single-cycle kinetics 0 e Open

Method Builder - 1 Series

v Settings

Actions for selected step
Import from

E, File

Nji Ciipboard

Manage cycles

© Add cycle

© Removeall

Cytiva

Runs  Action history

© New

1. Method definitior{ 2.Variables and pesitioning }! Cycle overview | 4. Plate layout © Send to queue u B

Solution
1 Sample 1

2 Samplel

\

( - \

Variables and positioning

£ Preferences

® © Compatibility

Single cycle kinetics 1 -

Control Concentration 1 {nM) Concentration 2 {(nM) Concentration 3 (nM) Concentration 4 (nM) Concentration 5 (nM)

hd 24 12 60 300 1500

@
N

)
@
€)
@

Show more columns

IH

Solution

s AA
734 NaAS
ORESLUHEE
NI FCREZE R
BCEI—-IEE (KIE)

Concentration
Positioning

Positioning settings

-

Type | 96 well 250 pl -

Plate 1

200000000
nOO0000000O
iJclelelelolelele)
1@0000000
s@O000000
@0000000
c@0000000
s@0000000
+@0000C00
300000000
2@0000000
1@0000000

\ABCDEFGH

Id Rack 1

Type | Reagent RackA

9

-@®0000000

7

6

Positioning settings A

5

®

@,
@,
%

4
3
2
4

Plate 2

Rack 2
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Instrument control  Methods Runs  Action history

Positioning settings

£ Preferences

Singlecycle kinetics Q) © Open © New

Method Builder - 1 Series

v Settings “ >
i} Startup Id Flate 1 Id Rack 1
Actions for selected step
Im:”:i:e Type | 96 well 250 pl - Type | ReagentRackA
, Clipboard Sinalecycleinetics 1- 200000000 | | 2000
r.h £ No Solution Contrd 1 OOOOOOOO 1 O O O O?
1 Sample 5 ©®0000000 | #0000 ()
Manage cycles 2 Sample 1 v QOOOOOOOO QO O O
o radeve :@0000000 aoooos
g 1@0000000 O00 .
s@0000C000 sO 00
s@O0000000 sO00 3
+@0000000 +O 00
:@0000000 1000 2
© Removeall :@0000000 :000 ;
1@0000000 1@ 00
A B CDETFGH A B C D

IE]=
Positioning settings AeE/L - EE

EEOIRINT 2R —E RV ED
IATIV/IDTIUCEEDDD

Plate/RackDESSBICTET BN
I 2)\17ILDOIEXE
&D EERICAREESNEGBERNMEB TSNS

Pooling

Plate/Rack

Vial size
Cytiva

)
@
€)
@
®

Priority

1. Method definitioE 2_Variables and positioning |3. Cycle overview | 4.Plate layout © Send to queue u B

_______=m B | FE

@ © Compatibility

[v Positioning settings ]@

Groups in priority order Pooling Plate Rack Vial size

& -

Priority  Plate and Rack

= s
Elo
@3 @O

Plate positioning direction

O Single cycle kinetics 1 i _
@ Horizontal [+ R

Step Analysis

Fill both plate and rack before starting the next tray

@

| Autopopulate position after manual reposition

©

. Analyte 1

Step Startup

Sample series

| Keep series together

| Start series in new column or row

Reposition

Actions

@ Reset positions

@ Exclude selected positions

B

PlateD/&RACE S BDIETE
Horizontal(ZK3£)/Vertical(EEIH)

L TONEE or U TN EB(CRIDOFATANENRD

&II

(6) Plate and Rack

Sample series

@

Reposition Positioning settingsDZ 88 B &) T IR
© - NZ17I)VECEDUY k. $8EUPositionZfE
ction

RULRV\ SEEUCERISEEZ R BRUA
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1. Plate layout(CfE> T4 @ 2. Send to queue CHIERIIE

Instrument control ~ Methods Runs  Action history Q Preferences
Single-cycle kinetics ) [iil=JE0 © New

Method Builder - 1 Series 1. Method definition | 2.Variables and positioning | 3. Cycle overview[ 4. Plate layout © Send to queue u E é. ® ® compatibility
i Bottles St e SR & Descending @ Estimatedruntime 1h 1 min

Buffer bottle 200 ml Buffer

a

Water bottle 200 ml Water Plate 1 *

A B [ D E F G H
View Volume summary

Sample 1
10 1500 nM
Id Plate 1 Id Rack 1 103 pl
Type 96 well 250 pl Type Reagent Rack A Sample 1
200000000 1288807 ’ S
100000000 1 =
W@®@0000000 mOOOOs Sample - IRH srnHf
2@0000000 OOOOS ’ oo .
NANT] T =
100000000 | | 16608 = @ Trays FZIBROMRS S HBLREDORR
s@0000000 t000 ’ 12“1“33‘
5 H AN = —
180000000 | :000() (@) o™ ® VUG SBRO M INOBEREER
el M
2 2 103 pl N7=1=—] —_— > -
1@0000000 | | 1000 ! A @ ACi& /R= FRICAE>THE
A B CDETFOGH A B C s 0nM
o ©) Send to queue T—=ADT A& - RFFRZIEEL T, BIERLG
] gaﬁr&p\e1
103 pl
Sample 1

3 0nM
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1.

Cytiva

Insight Evaluation Software®DfC&) -0 1>

) cytiva

Biacore

[y 5.||_:.|h.t
Evaluation JOORKX\ 12345

Coftware T XXXXXX

Local Biacore Insight database

Biacore™ Insight Evaluation Software
Version 5.0.16.21762

Q@ Hetr

v

* User id. Password(d. Insight Control

Softwared4 A > &tiE

2. Create new evaluation¥~J /Select runs¥J

User Gen Takata

-
I » & Dem data

iy Biacore Insight Evaluation Software

cytivu Biacore™ Insight Evaluation Software

Create new evaluation Open existing evaluation  Action history

- |
I @ Select runs from multiple folders Show | 20 vI
| =]
I b = Demo Data I
| | | | | | | | | | | | | | |
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1. Select runs¥ I WBEEMFTUIZVT —5%38IRU T, 2.
Select evaluation method%z2w/

cytiva

Biacore™ Insight Evaluation Software

Create new evaluation Open existing evaluation  Action history

T ETa AT E 2, Select evaluation method

;9 Select runs from multiple folders Show 20 =  items 1-16

System check 6/9/2017 10:23:35 AM

+ @ Root
v @ Demo Data

b =m Biacore 8K Demo data

a Biacore8K Training data

SCK demo 11/30/2016 1:23:47 PM

Fragment affinity screen 11/2/2016 3:33:31 PM

& [E Concentration Demo Files Fragment clean screen 11/2/2016 12:31:04 PM
& |[E Epitope Binning Demo Files Immobilization Clean Screen 11/2/2016 11:09:57 AM

& [E Intelligent Analysis Demo Files Single-cycle kinetics 011116 11/1/2016 3:40:51 PM

Select evaluation method

Cytiva

PredefineddJh'5. Bt 75 E(CEoIzMethodZ

123RL COpen

cytiva

Create new evaluation

Open existing evaluation

Biacore™ Insight Evaluation Software

Action history

1.Select runs BT TR EATEN TRV Rt LT

User defined Predefined

@ Empty method
" Surface preparation
& Assay development
I @ Bindingscreen
w @ Kinetics/ affinity
@ Fragment
= LMW

& Antibody/ general

Kinetic screen - Evaluation method
Single-cycle kinetics - Evaluation method
Multi-cycle kinetics - Evaluation method
Multi-cycle affinity - Evaluation method
Parallel kinetics - Evaluation method

2D kinetics - Evaluation method

Single-cycle kinetics using capture - Evaluation method
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Evaluation®E|H (FEATHESR)

cytiva

i Biacore Insight Evaluation Software - Single-cycle kinetics 011116 11/1/2016 3:40:31 PM

Biacore™ Insight Evaluation Software

User Gen Takata

Create new evaluation  Open existing evaluation  Evaluation - Single-cycle kinetics 011116 11/1/2016 3:40:51 PM EE Action history

v QC -Binding to reference = v Evaluation - Kinetics - © Home v

QC - Baseline

)

QC - Sensorgram = v

~ Settings
Data grouping (8)

-
Settings | °
Parallel/2D
w
BRI |
q: /. o 2> Injection assignment
= g
0) Ei%m = Kinetics/Affinity mode
g Settings apply to selected series
-
@ Affinity | Both
@
w

AT
XIA

> Blank settings
> Fit models

> Initial values

> Quality prediction: None /
v

== Thumbnails

-

E Result table
Classification
KD chart

On-off rate chart

Sensorgrams

B Fitdetails

Open layout manager...

Thumbnails

T T T T T
[} 800 ° 800 [}

Analyte; Ligand 2:1:1
binding

Analyte; Ligand 2; 1:1
binding

Analyte; Ligand 2; 11
binding

Analyte; Ligand 1; 11
binding

Analyte; Ligand 1;1:1
binding

Analyte; Ligand 1 1:1 Analyte; Ligand 1; 11

binding

h-Jo—%&

=z

Analyte; Ligand 1; 1:1 binding

/.. Sensorgrams

EIRUILT -0 —-I 3 6ET19T1> T =0

w
=]
&

200

Relative response

=]
&

)

T
600 700

T T T T
0 100 200 300 400 500
Time

1:1 binding; ka=2 58e+05; kd=7.99e-04; Rmax=733.2; KD=3.10e-09

Residuals Blanks Quality control References

@1: e table
1:1 binding
Series parameters

Parameters

1:1 binding
Sensorgram parameters

Fit detail

th (RU/s)

ka (1/Ms) 2.58e+05 Curve Conc (M) Falimin)
::S::u] 7'99;;’: #3:Sensorgram Ch=1Fc=2-1 2E-09 4E-09 BE-09 1.6E-08 3.2E-08 30 L}Rbt?_g@ﬁg*ﬁ%%%gil%m
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[v Settings ] @

Select sensorgrams

Cytiva

Data grouping (8)

m Parallel/2D @

? Injection assignment

Kinetics/Affinity mode

Settings apply to selected series

Affinity | Both

> Blank settings @

* Fit models

oo G

Settings apply to selected series

Kinetics fit model [B]

» Initial values

1:1 binding

®

®

-

@

IHH

Settings

Data grouping

Kinetics/Affinity
mode

Blank settings

Fit models

Initial values

Perform fit

5168
REREA BRI CaEY,

* 8 seriesT —FEEATIFDH
Serial : NIV FHAOIEZRETADIVE
Parallel/2D : \SLIVEF(F DDA RT1IXE

Kinetics : DARTA IR (K, kK, DEH)
Affinity : 7I1Z71— A (CEEMBEREAT : K,OHEH)
Both : NARTAIREET. 77471 —FRAT DM 5% E e

Blank (0EE) (CLBRUJNHEIE,
7734 MeRI—ZFR, BRI B, EMROYA7)LH15iEIR

EERR (T TEIR
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1974 > BT OFEE
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HETER. BRITEAT
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KineticsEEAT(CH 1T BFit models

= —

1:1 binding

1:1 dissociation

Bivalent analyte
Heterogeneous
ligand

Two state reaction

Cytiva

A+B & AB
UAYRETFIA MY 1 DFELTHE
SET .

A+B & AB

DAY REFFSAIY 1 D FRLTHS
ISET .

* FRBEAEDHZ T1v71> ) U Tk DHZEEE
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7F314 M 2 B LLEARE 2 EAORIGET L. AB EEIK
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UV RETFIA D 1 B FRLTOEETHIN. EEEHEAZK
B ITAR—= 23 BRI RIEET ).

BIEEEERR

IO EEHRR

k. k)T DEFH

Initial values

Kmetlcsﬁflcﬂ‘ﬁ(c_ébb%ln|t|al Value

EEEE 0)’6/*3‘ ’)71_\'C 1 DOfFZRDET
Fit Local : BIEREOT Y-S ATENENERZRDF T,
Constant : [E|EfE,

Fitting@&Az (LU 2P HAEZ 34 TE
Constant&HB CREITFEIEZERTE

ZREENZDHE (ZAITITAILPOFEE)

Bl

Fit Global :

2L D% B (UL

FREEMEVED T, EfEEIASHNCERBZEN
BTEEHDo

IBE(IFit Globale BENRNTI THAILZECRMaxH D3R, Fit Local
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ZDIGE . BEFURL,

T IAIL R TConstant 0 o JULIWKEL ATIBTRSI232%1ToTET TS
A M >2102a B ICER ZENTRD15A. Fit global. Initial Value=Ymax/5.
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k. k)T DEFH

1. 1:1 binding modelZ FHU\[CKineticsBEATHE SR ._

Tl EIUSICQuality controlzbEsaUE I

Parameters Residuals Blanks

®

sample table Quality control References

Q Kinetic constants are within instrument specifications.

©

0 Kinetic constants appear to be uniquely determined.
Bulk contributions (Rl) were not evaluated. The Rl parameter is set to constant.

Check that sensorgrams have sufficient curvature.

GOESS)
®

Examine the residual plot. Pay attention to systematic and non-random deviations.

@

DAVTA=TEAXT NI \°7\L/'CL\$§“
DAVTA =T EAAD MOFFERFSANTT,
DAVTA =T EZAXS MIINALTWEE A,
AIEENMERLE T,
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0 ()
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(IR)

Cytiva

EBNATLD
Z/\\J’J%’éllﬂb‘?
BINSA=AHIMIILT
BHENTWSH ?
BRNEDIE (RI)
DEZHME

RS INEYIE)

ZHOTVARN ?
d4vT4> I h—T (xRt

UCAIETOY S 4

LCDELTVSH ?

Residuals for a good fit

RU

k,=~3e9 (92I\JE&E) . ~5e7 (ﬁﬁ.?rﬂﬁ’“%)
k,=1e-6~1 (Biacore 1K/1K+) . 1e-6~6 (Biacore 15+)

k.. k85&U Rmax OFEICARRI R,

7Z |\5\/X7|':— NJZF7—23>F Tk, k(HEEME HNRBNS,
T IAIRTOICLTWBH, 7FH5A I\/J“}JDI_'E_’@(L%'/%SU&I/ZW\/
AZFHHNEETHSRFENRESH-TINHRIRL LRV EZ
BRmEE9 3,

SEEYYIISER., oY -I5L0E - fREEFRIZN E AR
RS, FittingfaSROEFE M (FEW.

Residuals@jﬁﬁ’&%@o BEFRI1vTAII T TINS5
(CDEIL. TEBOHARS/ORNCEFFETOTOYMURFES,
TRZSE,

Residuals for a poor fit
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2-7. Kinetics (K, k., k )& D54

1. 1:1 binding model’Z FBU\cKineticsB#THE R 2. Fitting BR(CXT 9 25Hf/ (I A—4—

B S N S —

feaREES | EEWPRERE. MOALBTRESULR ABEICIIAYID  pq—m SBIET —AET19T 40 h—TRICBIF B EDFEIFE S1E,
ks EEERDE, Chi? BIFRI1vT 1) TlE ST FINIA XTI FEHBC—E.
mEREESR 0 BERORENL %E’\ﬁvm%U‘Faﬂ(ZQE%E?§EUéO k,« k,DFENESLTOROD (uniqueTHZH) | EITESEN
Ky ky=0.01s-1= 1% 1S DESHEN 1 %E#EET . U-value - MTLIRIE T TRUNZFF I I 3o (CERESNT/INTA-45,
= o w 5 Y é DEEJ_\ oz =1 :E l:lEl = o
WRCESR | 795 MORHILTRERECAIRS, U Ko 1SFIRBL. 226 FHEHBOIRRIEHEL
Ko BWERZRRL CVBIFDIREZRT . stz BISA—FICOVT SEEEL,
e - ko kJREDFEATHERICOWVTIE, —AZEVIC10%LA T TRIER L
Rmax RU %E“(DTT"( MRAKES R, ERIIRmax (1X-BR)%E >k EHITEENBENZ ),
BAGE. FRNE 'CELL&D‘%Z‘ST%O
DE#}J% 5:77U|/ h?o‘:lﬁlﬁéntb\éo 715’( I\IJ\\}J[I I_'fé(k-% /%ytil/
R’I‘ RU  ARDZAZEEHNRETHS. HFENBESH-THHIRL TV

ROz BRI B,

ol RU-M-1s" 9> F=50kDat2E DERIRF> NI ETH10812E .
¢ Bm1 tehREVDCEMTLEEBURBKEERVEHIRITES
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2-8. Affinity (K,)#4r D5l

1.

AffinityBEAT(CHITBFit model

EFIR Bl
Steady State Affinity 1:1 Binding model T. Rmax (& Fitting /{IX—%,
Rmﬂx
Req = T C + offset
Steady State Affinity SEERIDT 54 DT —FR,> MRS TSR
(constant Rmax) LWr—2X, Steady State AffinityEUETILINT.
RZIDRmaxt D FE2E R AL TR ZIT.

Steady State Affinity Steady state CUXR I 2N IEmHIRmaxZHBIE T S
(constant Rmax and multi-site) &' —R, B DEBBANDIEENEEINDIHS.

CRyq  CR T DX TRMax1(TIRST>DRmaxt 3 FE%2 K

Req =

Cytiva

2 - —e
iC R, ec offset  ALTERITETS.

* Steady State Affinity (constant Rmax)& LU
Steady State Affinity (constant Rmax and multi-site)(&
Extended Screening extensionMHE T,

2. AffinityBEAT(CHVWTEUBEZEUS I BEFPhZIETE
| Show affinity range for all series .
Settings apply to selected series 5;77“[/ |\ :
Calculate response at position Tj_ 5’( h;ﬁﬁbnl%gT
5 | 5 | beforeinjectionend - 5%@‘%‘;]0)5*9‘&5[‘]9&1@
withwindow 5 w» | s
Reset range to defaults
3. AffinityBZAT(CHIFBInitial Value
I5E BTL
Fit Fit Global : HEERE DT Y —JSAT 1 DOMERDHET .
Fit Local : ZEEDE Y —JSLATENENHEZKDET,
Constant : EE(E,
Initial Value Fittingf#tz (EUH BV EREZ S TE .

KD
Rmax

offset

Constant&HEB CETEEZEETE .

EREBES (BDBAT I OFE)

ZDZE . BEFULRL,

IBE(LFit Globale BENRNTI THAIILZECRMaxh D3R, Fit Local
ZERI 2T —-AN0D,

ZDIHZE . BEFULRL,
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2-8. Affinity (K,)#4r D5l

=
[ ==}

1004

Relative response

Cytiva

75

504

254

Affinity BEAT(CHI T DERTIE R DEFEE
EREMEOB RIS REBALHICE. 7F51 NOREE
ENKED2E L THRIMENTVBLEEEND .

ERRENSL SFRMENMEL

o
(=

.
1991 f

754

504

25-
o KD

e
Relative response

Ko

T T T T T T T T
7.50e-7 0 2.50e-9 5.00e-9 7.50e-9
M Concentration M

T T T T T T
0 2.50e-7 5.00e-7
Concentration

2. Affinity BT DFEER

| | 508
i M T34 NeRmIIU CREEHARE(CR SIS, UA Y ROFE D H
Ko BERZALTVBRFDREZIELET,
Rmax RU EROT7FIM MRAGEEE. BB Rmax B1R—->F5
BB E. IFENRESTRVLCENEZSLNET,
Offset RU X =0 QDY #hniE

3.  Fitting BZ(CX] I 25/ (S X—4—
BT "

ﬁll

h4—5 rpz Bl — NRA > bOTOY M T4y T 4> h—TRICH T B
Chi? ZDOEEESE, EHNENFEREF .
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2-9. F—HTIHAK— b

1. R, HomeZ W/

2. Export todDIEE DI T/RF

Export to

JSON or XML

Cytiva

Spreadsheet
Excel workbook (*.xIsx) : TV

Presentation

PowerPoint presentation (*.pptx) : JVD—iA> N2
o IVAN—NE, ND—RA> NTRITTTDRAT —
IV, ToH =I5 AOEOKERERENTIEE,

PDF
Portable document format (*.pdf) : PDFAZTA

JSON or XML (AT>3>)
JSON file (*json). XML file (*xml) : BFEER/—
(ELN) fxX
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2-10. €DENMHOMeHIM T TERIL

Cytiva

ih Biacore Insight Evaluation Software - Fragment affinity screen 11/2/2016 3:33:31 PM

cytivu Biacore™ Insight Evaluation Software

Create new evaluation  Open existing evaluation  Evaluation - Fragment affinity screen

11/2/2016 3:33:31 PM E]E(] Action history

Settings and preparation

ﬂ Properties
- Variables
Curve markers
Report points

Solvent correction

fZtiMethod D RIBZRTE

\ mew evaluation items
Sensori gram

Pl
Kinetics and affinity

Kinetics Affinity

) &¥BEvaluation=1T

Settings and preparation

-Properties : 7—40J0O/)\

T4—PULY REELE R EDREER

( After evaluation

Gport to

E’ | Spreadsheet

@ Presentation
a -~

HiEExport

-Variables : +j>7°)l/€.\;;1;r‘1‘5\ Blank. Controld)uxZEBtVarlableIEEO)1|§IE

-Curve markers : T—HCJ3J %YL TAI5E. TDIZT DVERL - iRE

-Report point : L7k— R4 > MDIENN - HIBF - fREE

——

-Solvent correction : JAIRMHIEFDELT
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3. AEDAAR

3-1. Biotin QAPture Kit
-BiotinfbUA > R LR v T Fvr—FyNIDWT

3-2. Kinetics/Affinity k,)AIE
B A RS

3-3. Kinetics/Affinity (K k )54
S N R e

Cytiva

AT O ~F — TR —
CBRIEEL,

2-7. Kinetics (K, k., k)R Q¥
ﬁﬂﬁﬁ@%j‘)lx_t@l@? BLWinitial ValuelcDULT
- SR DM (CBEL T

2-7. Kinetics (K, k., k )R DFFH
ﬁtF?FFrH:—'fO)JET)I/_ﬁODLiE? BLWnitial ValuelcDULT
- BTSSR DM (CBEL T

2-8. Affinity (K,)EFHT D5¥HH
ﬁtF?FFrH%O)JET)I/_QODLTREBJIUImtlaI ValuelCDWT
- FE &SR OFHEICRIL T

2-9. 7 —HIJAR—b
- BEATRSE SR O LY A — bFIRICDONT

2-10. TDI[EHNHomeEIH T TIBE
-HomelBEIEIH'SE CE D EICREIT 1 E

MZBAU Tl aan—-S U BE%
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3-1. Biotin CAPture Kit

ERI3FYN ToH—FYITDIFU (Instruction For Use) (duhd CHESRIEELN,

Biotin CAPture Kit, Series S (28920234) . Y2HY-FvT (CAP) ZEVFVYIFv—Fvh
p— o UF>RhBiotinflbaNTL\BCE
« EAFI—ANTRTESDREE THOTE
\\ O +y MIBOBATART. FyI OB,
| e BEEATYVIARE
--—-L.-f1 . FERIHRERE
734 @ @ * Biotin CAPture Reagent (29423383)
s @AESEDNA-SATY S 15 — NEERERES 5D,

CAFALIIVE g ‘
ol

@18{#EEDNA-SAT> 15—~ Lo R
@ Sensor Chip CAP

Cytiva 55




3-2. Kinetics/Affinity (K, k., k)il 7E

1. Method%':/]U\y/] cytiva Biacore™ Insight Control Software

Instrument control Methods Runs  Action history

B verros © ope
Biacore B series

2. New&’y” Pp—— o

% Surface preparation Single-cycle kinetics using Biotin CAPture kit

3. K| N etICS /Af'ﬂ N |tyj7|') l/g“%glj‘yg = Assay development Multi-cycle kinetics/affinity using Biotin CAPture kit

b @ Binding screen

4. 9\/} \07%-9\/} \OOE*E E4fﬁﬁq T%n(i‘ ~ @ Kinetics/ affinity
Antibody / generalZ@i#iR > @ Fragment

P = LMW

5. Biotin CAPture KitD¥5 5. Single-cycle kinetics T E frbeyiemes

% Kinetics / affinity

using Biotin CAPture KitZH&&
& Kinetics / affinity using Sensor Chip NTA

6- MethOd%E@TRL/_COpen % Kinetics / affinity using GST capture
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3-2. Kinetics/Affinity (K, k_,

*HIl ===
SHITE

Control SoftwareDt&EiE ~Method definitions

Instrument control  Methods Runs  Action history

Method Builder - 1 Series
~ General settings

Use flow cells 1.2

Reference 1
Change flow cells
Data collection rats
10 v  Hz

Running buffer

Buffer

Change units @

Single—cycle kinetics using Biotin CAPture kit Q © Open

© New

£} Preferences

Al LA EEL DL 2. Variables and positioning | 3. Cycle overview 4. Plate layout

BE D ]1_)2_)3_)4t 37_ Queue/\ Das-g—l ompatibility

( l Z?C:) Conditioning rC:) Startup rc:) Analysis I-C:) Method definition(‘_B‘Téjn—
\ REEYTE. Startup. Analysis
Name Analysis Repeat within
Purpose | Analysis -
AnalysislcBF5&IVR
le;w(::; - | General 1 @ i Capture 1 @ Single cycle kinetics 1 @ i Regeneration 1 @ i Wash 1 @

®"

"

Concentration unit

Command type

Analyte nM v
Single cycle kinetics nM v
A-B-A nM h
Dual nM v
Capture nM v
Enhancement nM v
General nM v
Paly nM e

Cytiva

Apply and close Close

Property Variable  Value
Solution d

Contact time

Dissociation time

Flow rats

Molecular weight

120 | s
600 | s
30 | wkmin

Da

IRH
General
Capture

Single cycle
Kinetics

Regeneration
Wash

vpoe © © e

Change units

" @ru @ru

Add command w

Biotin CAPture Reagent /:J\JJI]o T IANBDFF
UH > REYTFv— : DA NS ZELTE . TR (38 10pl/min.

=R mE AT NS, ARt Z 5% TE . TR(LE E 30ul/min.
ZEUCUIVWBBR(SVariablelcFIvY

BaEaEmam. T IAIMFEF
SO0 )\ IF—CRIEEE. T IANMDFF
I REBIERAUEVEEBRMZEE

ﬁll
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3-2. Kinetics/Affinity (K, k., k)il 7E

Variables and positioning

Instrument control ~ Methods

Method Builder - 1 Series

v Settings

Actions for selected step
Import from

E, File

Nl Clipboard

Manage cycles

© Addcycle

® Removeall

Cytiva

Runs  Action history

Single-cycle kinetics using Biotin CAPture kit Q © Open

© New

1. Method definitior{ 2.Variables and positioning

( Conditioning

%.Cycle overview | 4.Plate layout © Send to queue u B

-

Solution
1 Sample

2 Sample 1

\

Single cycle kinetics 1 -

Control Concentration 1(nM) Concentration2(nM) Concentration3(nM) Concentration 4(nM) Concentration 5 (nM)

v 24

60 300

@
N

)
@
€)
@

Show more columns

IAE
Solution
Concentration
Positioning

Positioning settings

an Bl

731 NaAN
ORESLUHEE
NI FCREZE R
BCEI—-IEE (KIE)

L+ Preferences

@ © Compatibility

-

id Plate 1

Type | 96 well 250 pl -

200000000
nO0000000
01@OO000000
s@0000000
s@O000000
@0000000
«s@O0000000
s@O000000
+@0000000
3@0000000
200000000
1@0000000

\ A B CDETFGH

Type  Reagent Rack A -

Id Rack 1

7

o

[

Positioning settings A

9

5

®

Q)
Q
%

000000000
=0000000000
~00000000000

4
3
2
.

Plate 2

Rack 2
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- - = = SHI| r=2=
3-2. Kinetics/Affinity (K, k., k,)ITE
Positioning settings

Single-cycle kinetics using Biotin CAPture kit 3} Q© Open © New

Method Builder - 1 Series 1. Method definitit{n 2. Variables and positioning JZ}. Cycle overview | 4.Plate layout © Send to queue u B @® © Compatibility
v Settings “ » v Positioning settings ]@

Conditioning Starti

d Plate 1 Id Rack 1 Groups in priority order Pooling Plate Rack Vialsize Priority Plate and Rack
Actions for selected step

Import from

@ vee I 7= - Plate positioning direction
Type | 96 well 250 pl - Type = ReagentRackA Single cycle kingtics 1 N .
g File Step Analysis 0 © Horizontal i+ RS
Singk le kinetics 1-
i Clipboard e ‘_? LAal 12 OO O O O O O O 12 O O O Fill both plate and rack before starting the next tray
L] No Solution Cont 7
plelelelelelelele] 1O 00
1  Sample1 ! 01@CO0O0000 CIONONE) O 6 ® ... F'a) Sample series
N cles . 9 O O O O O O O O 9 O O Step Startup | Keep series together
Manage cycles 2  Samplel
s@0000000 | 00 0( )° o
© Addcycle 1@0000000 7 C‘ C‘ C' General 1 +f | Start series in new column or row
4
6OOOOODOO 6 C, C, C, Step Analysis . -
eposition
s@0000000 s@O0O( )s s
4OOOOOOOO 4 O O O O . \utopopulate pesition aiter manual reposition
5590050 | ‘8380 B o
iy Step Startup Actions
© Removeall :@0000000 2000 1 (V]
1@O0000000 1 . C. C. — @ Reset positions
A B CDETFGH A B C D st
ep Analysis

| mE o

Positioning settings AeE/L - EE ® Plate and Rack PlateD;&/RECE /3 MDIEE
ORI 3E

&II

2 TSR Horizontal ZK¥)/Vertical (EE[E)
AT/ DTINCEESDDH Sample series 2 TODIEEZ or BT EI(CHIDFIATAINRS

© Plate/Rack Plate/RackDESBICTET DN Reposition Positioning settingsDZ 5% H &) T/ IR

@ Wil eleE RT3/ 17O P NZ17)EEDUEYh, ; JBTEUTZPositionZ

® RULRV FBEUCERIIEREZRBRUR

Pooling

® Q

Cytiva

©

Priority & EERICECESNITARMEEENS
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3-2. Kinetics/Affinity (K, k., k,)HITE

1.

Cytiva

Plate layoutlcfED> T4

Instrument control  Methods Runs  Action history

2. Send to queue CHIERILE

Single-cycle kinetics using Biotin CAPture kit Q © Open

Method Builder - 1 Series

@ Bottles
Buffer bottle 200 ml Buffer

Water bottle 200 ml Water

View Volume summary @

© New

1. Method definition | 2.Variables and positioning | 3. Cycle overview |CH JE| CRELTT © Sendtoqueue ]u B

Sort positions Ascending

£} Preferences

e

@ ® Compatibility

time 21 471 min

Estimated run

® Descending @

Plate 1

A

Sample 1

Id Plate 1 Id Rack 1

Type 96 well 250 pl

200000000
100000000
0w@O0O00000
s@0000000
s@O000000
1@0000000
s@0000000
s@O0000000
+@0000000
s@0000000
2@0000000
1@0000000

A B CDTETFGH

Type Reagent Rack A

7

®
O

=

r@0000@00000

6

5

Q
o
%

=0000000000
~O0000000000

[ T ]

10 1500 nM
103l

Sample 1
9 300nM
103 pl

Sample 1
8 60 nM

103l

Sample 1

12 nM
103 pl

Sample 1
2.4 nM

103l

Sample 1
5 0nM

103l

Sample 1
4 0nM

103l

Sample 1
3 0onM

a

]

InH
Trays

sﬁ

BA
BZIBRONS 2B INREDRTR
BRDOMINDBEEZTRRN
FRICHE D THEA
T—ADTrA % - RFFHZIEEL T, AIERA

Volume summary
[P

Send to queue
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3-3. Kinetics/Affinity (K, k. k )B4

1.

Cytiva

Insight Evaluation Software®DfC&) -0 1>

) cytiva

Biacore

Insight

Useria
Evaluation JOORKX\ 12345

Coftware T XXXXXX

Local Biacore Insight database

Biacore™ Insight Evaluation Software
Version 5.0.16.21762

Q@ Hetr

v

* User id. Password(d. Insight Control

Softwared4 A > &tiE

2. Create new evaluation¥~J /Select runs¥J

User Gen Takata

-
I » & Dem data

iy Biacore Insight Evaluation Software

cytivu Biacore™ Insight Evaluation Software

Create new evaluation Open existing evaluation  Action history

- |
I @ Select runs from multiple folders Show | 20 vI
| =]
I b = Demo Data I
| | | | | | | | | | | | | | |

61



3-3. Kinetics/Affinity (K, k. k )B4

1. Select runs¥ I WBEEMFTUIZVT —5%38IRU T, 2.
Select evaluation method%z2w/

cytiva

Create new evaluation

Biacore™ Insight Evaluation Software

Open existing evaluation  Action history

123RL COpen

cytiva

Create new evaluation

Open existing evaluation

PredefineddJh'5. Bt 75 E(CEoIzMethodZ

Biacore™ Insight Evaluation Software

Action history

T ETa AT E 2, Select evaluation method

o

+ @ Root
v @ Demo Data
b =m Biacore 8K Demo data

a Biacore8K Training data

|IE Concentration Demo Files

i

i

|E Epitope Binning Demco Files

—

& [EIntelligent Analysis Demo Files

Cytiva

PRIETR I B 2. Select evaluation method

) ; User defined  Predefined

Select runs from multiple folders Show 20 =  items 1-16 -
System check 6/9/2017 10:29:35 AM W Surface preparation
& Assaydevelopment

SCK demo 11/30/2016 1:23:47 PM
Binding screen

-
i

Fragment affinity screen 11/2/2016 3:33:31 PM

v @ Kinetics/ affinity
Fragment clean screen 11/2/2016 12:31:04 PM
@ Fragment
Immobilization Clean Screen 11/2/2016 11:09:57 AM
= LMW
Single-cycle kinetics 011116 11/1/2016 3:40:57 PM

Select evaluation method

& Antibody/ general

Kinetic screen - Evaluation method
Single-cycle kinetics - Evaluation method
Multi-cycle kinetics - Evaluation method
Multi-cycle affinity - Evaluation method
Parallel kinetics - Evaluation method

2D kinetics - Evaluation method

Single-cycle kinetics using capture - Evaluation method
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3-3. Kinetics/Affinity (K, k. k)B4

cytiva

i Biacore Insight Evaluation Software - Single-cycle kinetics 011116 11/1/2016 3:40:31 PM

Biacore™ Insight Evaluation Software

Evaluation®E|H (FEATHESR)

User Gen Takata

Create new evaluation  Open existing evaluation  Evaluation - Single-cycle kinetics 011116 11/1/2016 3:40:51 PM EE Action history

QC - Sensorgram v QC - Baseline v QC - Binding to reference v Evaluation - Kinetics - o Home v

~ Settings
Data grouping (8) a

-
Settings | °
Parallel/2D
w
BRI | ¢
q: /. o 2> Injection assignment
= g
0) Ei%m = Kinetics/Affinity mode
% Settings apply to selected series
-
4 4 ,\o —_— @ Affinity | Both
7 3

uﬂﬁl\ > Blank settings

> Fit models

> Initial values

> Quality prediction: None /
v

== Thumbnails

-

~

E Result table
Classification
KD chart

On-off rate chart

Sensorgrams

B Fitdetails

Open layout manager...

=z

Thumbnails

o Y-S5 NET1YvT4>)

binding

Analyte; Ligand 1 1:1

T T T T T
[} 800 ° 800 [}

Analyte; Ligand 2:1:1
binding

Analyte; Ligand 2; 1:1
binding

Analyte; Ligand 2; 11
binding

Analyte; Ligand 1; 11
binding

Analyte; Ligand 1;1:1
binding

Analyte; Ligand 1; 1:1
binding

h-Jo—%&

ﬂ
400+

w
=]
&

200

Relative response

=]
&

Sensorgrams

EIRUILT -0 —-I 3 6ET19T1> T =0

Analyte; Ligand 1; 1:1 binding

)

-

T T
600 700

T T
400 500

ka (1/Ms)
kd (1/s)
Rmax (RU)
tc

RI(RU)

th (RU/s)

T
0 00 200 300
Time 5
1:1 binding; ka=2.58e+05; kd=7.99e-04; Rmax=733.2; KD=3.10e-09
Sample table  Parameters Residuals Blanks Quality control References \%

1:1 binding
Series parameters

2.58e+05
7.99e-04
733.2
5.87e+08
0.0
0.00e+00

1:1 binding
Sensorgram parameters

Y

Fit detail
EIRUICT — A DEFATE SR e FH
K,k JrERTEINT A=, Quality Control/3

J

Curve Conc (M) T (pl/min)

#3: Sensorgram Ch=1Fc=2-1 2E-09 4E-09 BE-09 1.6E-08 3.2E-08 30

-

Cytiva
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A1 RAITTIARSIATLAFIVY

Instrument ControlBIE KDTEHEIA > TF > A% EIT

Maintenance

Desorb

(13

Desorb and sanitize

w:

z System check

Biacore maintenance RIt, type 3 (29229U54)

AF7FH IR /ZTA?I‘J’](JIZIKKWD‘M\E

Desorb Kit (BR100823)
Desorb Solution 1, Desorb Solution 2(£500ml) D+

ENBANTEET,

Desorb : JE(C 1 [T]
Series S Sensor Chip Maintenance *

Cytiva

Desorb Solution 1 *
Desorb Solutlon 2 Xk
J\wIp—F1—T : BEK

Desorb and sanitize : A(C 1[0

Series S Sensor Chip Maintenance *
Desorb Solution 1 *

Desorb Solution 2 *
FRIEE0.6-1.0%REIEZREE T NTL
FBHEIK. 10~50mM HEPESY Trista @R

System Check : EEZRUCKF

Series S Sensor Chip CM5  (Checkf%. SHITE{ERHOK)
Biacore test solution *

J)\wI7—F1—JA. C: HBS-EP+

J\wIJ7—F1—-TB. D : iBffiK

* FYMNIZFNDHD
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4-2  AIFEZDEIE

7THBERICBEERYES
FyI® ANILEFRY>)\4J0-H'A]EE

J\wI7—HE= : 130 ml/24hr
BBHECHESE © 95 mi/24hr

Instrument states CfxiE 05 B2 IER

Running standby flow i

6 days 10 hours 1est Restart Stop Current buffer

Cytiva

SATLESYYNIVOTRIEE
ARBREA T OIF2 =ML E T

1.

N @ o W N

NIy —F1—JZBHEAKRNIALY ~
Series S Sensor Chip Maintenance’ Fwv%
Change solutionZEftE

Series S Sensor Chip Maintenancez 7> Rw/5
Biacore Insight Softwarez70—X
PCOAYMIT>

Biacore AMANERZ ]S
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4-3.F7vJ) DIRE

RSIRRET DRTF FvI OB{ER

B Uzt 3 —FvIINS 4L A %EWTA CTIRE BENRIOEURY - MIEEREZIEEO THN-ANRT
* ERRE (FEES RV TLZEW

1Y MREETDRTE
1. 25-50mBEOF1—J(CHBS-EP+RERDE HS5AE

X o _— v ECOBERBNEEA AT THETIRELS
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https://www.cytivalifesciences.co.jp/technologies/biacore/
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https://www.cytivalifesciences.com/en/se/solutions/protein-

research/interaction-analysis-with-biacore-surface-plasmon-
resonance-spr

Biacore™ SPR - surface
plasmon resonance
interaction analysis

Biacore™ software downloads (9&::.:.)?&7 _‘LTJI/EZB)
Key SPR application E#f, A>31> N —Z>)0—X
Online tools (Simul8 : k. kdb‘bfiumaﬂ’]t/*j—ﬁ I 1\ 7z $E)
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